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<160> 99 

<170> Patentln version 3.2 

<210> 1 

<211> 2569 

<212> DNA 

<213> Felis catus 

<400> 1 

atgcccggcc tcgctctcct gggcctcacg gctctcctgg gcctcacggc tctcttggac 60 

cacggggagg gcgcaacgtc ctgcttgtca cagcagctca ggatgcaggg ggactatgtg 120 

ctgggtgggc tcttccctct gggctctgcc gagggtacag gtcttggcga cgggctgcag 180 

cccaatgcca ccgtgtgcac caggttctcg tctctgggcc tgctctgggc gctggccgtg 240 

aagatggcgg tggaggagat caacaacggg tcggccctgc tgcccgggct gcacctgggc 300 

tatgacctct ttgacacgtg ttcagagccc atggtggcca tgaagcccag cctcgtgttc 360 

atggccaaag caggcagctg cagcattgcc gcctactgca attacacaca gtaccagccc 420 

cgcgtgctgg ccgtcatcgg gccccactcg tctgagctcg ccctcgtcac cggcaagttc 480 

ttcagcttct tccttgtgcc tcaggtcagc tacggcgcca gcaccgaccg gctgagcaac 540 

cgggagatct tcccgtcctt cttccgcacg gtgcccagcg accaggtgca ggtggcggcc 600 

atggtggagc tgctggagga gctcggctgg aactgggtgg cggcggtggg tagtgacgac 660 

gagtatggcc ggcagggcct gagcctcttc tccggcctgg ccagcgccag gggcatctgc 720 

atcgcgcatg agggcctggt gccactgccg ccaggcagcc tgcggctggg cgccctacag 780 

ggcctgctgc gccaggtgaa ccagagcagc gtgcaggtgg tggtgctgtt ctcctccgcc 840 

cacgcggccc gcaccctctt cagctacagc atccgctgca agctctcacc caaggtgtgg 900 

gtggccagcg aggcctggct gacctcagac ctggtcatga cgctgcccgg catgcctggg^ 960 

gtgggcaccg tgctgggctt cctgcagcag ggcgccccga tgccggagtt cccatcctac 1020 

gtgcggaccc gcctggccct ggccgctgac cctgccttct gcgcctcgct ggacgctgaa 1080 

cagccaggcc tggaggagca cgtggtgggg ccacgctgcc cccaatgtga ccacgtcacg 1140 

ctagagaacc tatctgcggg gctgctgcac caccagacct tcgctgccta cgcggctgtg 1200 

tatggcgtgg cccaagccct tcacaacaca ctgcgctgca atgcctcggg ctgccccagg 1260 
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cgggagcctg 


tgcggccctg 


gcagctccta 


gagaacatgt 


acaacgtgag 


cttccgtgct 


1320 


cgcggcctgg 


cactgcagtt 


cgacgccagc 


gggaacgtga 


acgtggatta 


cgacctgaaa 


1380 


ctgtgggtgt 


ggcaggaccc 


gacgcccgag 


ctgcgcaccg 


taggcacctt 


caagggccgc 


1440 


ctggagctct 


ggcgctctca 


gatgtgctgg 


cacacgccgg 


ggaagcagca 


gcccgtgtcc 


1500 


cagtgctccc 


ggcagtgcaa 


ggaaggccag 


gtgcgccgcg 


tgaagggctt 


ccactcttgc 


1560 


tgttacaact 


gcgtggactg 


caaggcgggc 


agttatcagc 


gcaacccaga 


tgacctcctc 


1620 


tgcacccagt 


gtgaccagga 


ccagtggtcc 


ccagaccgga 


gcacacgctg 


cttcgcccgc 


1680 


aagcccatgt 


tcctggcatg 


gggggagcca 


gctgtgctgc 


tactgctcgc 


gctgctggct 


1740 


ctggcgctgg 


gcctggcgct 


ggcagccctg 


gggctcttcc 


tctggcactc 


ggacagcccg 


1800 


ctggttcagg 


cctcaggtgg 


gccacgggcc 


tgctttggcc 


tggcttgcct 


gggcctggtc 


1860 


tgcctcagtg 


tcctcctgtt 


ccctggccag 


ccaggccctg 


ccagctgcct 


ggcccagcag 


1920 


ccactgttcc 


acctcccact 


cactggctgc 


ctgagcacgt 


ttttcctgca 


agcggccgag 


1980 


atatttgtgg 


ggtcggagct 


gccaccaagc 


tgggctgaga 


agatgcgtgg 


ccgcctgcgg 


2040 


gggccctggg 


cctggctggt 


ggtgctgctt 


gctatgctgg 


cagaagccgc 


attgtgtgcc 


2100 


tggtacctgg 


tagccttccc 


gccagaggtg 


gtgacggact 


ggcgggtact 


gcccacagag 


2160 


gcgctggtgc 


actgccacgt 


gcactcctgg 


atcagcttcg 


gcctggtgca 


tgccactaac 


2220 


gccatgctgg 


ccttcctctg 


cttcctgggc 


actttcctgg 


tgcagagccg 


gccaggccgc 


2280 


tacaatggtg 


cccgcggcct 


cacctttgcc 


atgctggcct 


acttcatcac 


ctggatctcc 


2340 


tttgtgcccc 


tctttgccaa 


tgtgcacgtg 


gcctaccagc 


ctgccgtgca 


gatgggcacc 


2400 


atcctcctct 


gtgccctggg 


tatcctagcc 


accttccacc 


tgcccaagtg 


ctacctgctg 


2460 


ctgcagcggc 


cggagctcaa 


cacccctgag 


ttcttcctgg 


aagacaatgc 


cagagcacag 


2520 


ggcagcagtt 


gggggcaggg 


gaggggagaa 


tcggggcaaa 


aacaagtga 




2569 



<210> 2 

<211> 865 

<212> PRT 

<213> Felis catus 

<400> 2 

Met Pro Gly Leu Ala Leu Leu Gly Leu Thr Ala Leu Leu Gly Leu Thr 
15 10 15 

Ala Leu Leu Asp His Gly Glu Gly Ala Thr Ser Cys Leu Ser Gin Gin 
20 25 30 

Leu Arg Met Gin Gly Asp Tyr Val Leu Gly Gly Leu Phe Pro Leu Gly 
35 " ~ 40 ~ 45 

Ser Ala Glu Gly Thr Gly Leu Gly Asp Gly Leu Gin Pro Asn Ala Thr 
50 55 60 



Val Cys Thr Arg Phe Ser Ser Leu Gly Leu Leu Trp Ala Leu Ala Val 
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80 



Lys Met Ala Val Glu Glu Ile.Asn Asn Gly Ser Ala Leu Leu Pro Gly 
85 90 95 



Leu His Leu Gly Tyr Asp Leu Phe Asp Thr Cys Ser Glu Pro Met Val 
100 105 110 



Ala Met Lys Pro Ser Leu Val Phe Met Ala Lys Ala Gly Ser Cys Ser 
115 120 125 



lie Ala Ala Tyr Cys Asn Tyr Thr Gin Tyr Gin Pro Arg Val Leu Ala 
130 135 140 

Val lie Gly Pro His Ser Ser Glu Leu Ala Leu Val Thr Gly Lys Phe 
145 150 155 160 

Phe Ser Phe Phe Leu Val Pro Gin Val Ser Tyr Gly Ala Ser Thr Asp 
165 170 175 



Arg Leu Ser Asn Arg Glu lie Phe Pro Ser Phe Phe Arg Thr Val Pro 
180 185 190 



Ser Asp Gin Val Gin Val Ala Ala Met Val Glu Leu Leu Glu Glu Leu 
195 200 205 



Gly Trp Asn Trp Val Ala Ala Val Gly Ser Asp Asp Glu Tyr Gly Arg 
210 215 220 



Gin Gly Leu Ser Leu Phe Ser Gly Leu Ala Ser Ala Arg Gly lie Cys 

225 230 235 240 

lie Ala His Glu Gly Leu Val Pro Leu Pro Pro Gly Ser Leu Arg Leu 

245 250 255 



Gly Ala Leu Gin Gly Leu Leu Arg Gin Val Asn Gin Ser Ser Val Gin 
260 265 270 



Val Val Val Leu Phe Ser Ser Ala His Ala Ala Arg Thr Leu Phe Ser 
275 280 285 



Tyr Ser lie Arg Cys Lys Leu Ser Pro Lys Val Trp Val Ala Ser Glu 
290 295 300 



Ala Trp Leu Thr Ser Asp Leu Val Met Thr Leu Pro Gly Met Pro Gly 
305 310 315 320 



Val Gly Thr Val Leu Gly Phe Leu Gin Gin Gly Ala Pro Met Pro Glu 
325 330 335 



Phe Pro Ser Tyr Val Arg Thr Arg Leu Ala Leu Ala Ala Asp Pro Ala 
340 345 350 
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Phe Cys Ala Ser Leu Asp Ala Glu Gin Pro Gly Leu Glu Glu His Val 
355 360 365 

Val Gly Pro Arg Cys Pro Gin Cys Asp His Val Thr Leu Glu Asn Leu 
370 ~ 375 380 

Ser Ala Gly Leu Leu His His Gin Thr Phe Ala Ala Tyr Ala Ala Val 
385 390 395 400 

Tyr Gly Val Ala Gin Ala Leu His Asn Thr Leu Arg Cys Asn Ala Ser 
405 410 415 

Gly Cys Pro Arg Arg Glu Pro Val Arg Pro Trp Gin Leu Leu Glu Asn 
420 425 430 

Met Tyr Asn Val Ser Phe Arg Ala Arg Gly Leu Ala Leu Gin Phe Asp 
435 440 445 

Ala Ser Gly Asn Val Asn Val Asp Tyr Asp Leu Lys Leu Trp Val Trp 
450 455 460 

Gin Asp Pro Thr Pro Glu Leu Arg Thr Val Gly Thr Phe Lys Gly Arg 
465 470 475 480 

Leu Glu Leu Trp Arg Ser Gin Met Cys Trp His Thr Pro Gly Lys Gin 
485 490 495 

Gin Pro Val Ser Gin Cys Ser Arg Gin Cys Lys Glu Gly Gin Val Arg 
500 505 510 

Arg Val Lys Gly Phe His Ser Cys Cys Tyr Asn Cys Val Asp Cys Lys 
515 520 525 

Ala Gly Ser Tyr Gin Arg Asn Pro Asp Asp Leu Leu Cys Thr Gin Cys 
530 " 535 540 

Asp Gin Asp Gin Trp Ser Pro Asp Arg Ser Thr Arg Cys Phe Ala Arg 
545 ~ 550 555 560 

Lys Pro Met Phe Leu Ala Trp Gly Glu Pro Ala Val Leu Leu Leu Leu 
565 570 575 

Ala Leu Leu Ala Leu Ala Leu Gly Leu Ala Leu Ala Ala Leu Gly Leu 
580 585 590 

Phe Leu Trp His Ser Asp Ser Pro Leu Val Gin Ala Ser Gly Gly Pro 
595 600 605 

Arg Ala Cys Phe Gly Leu Ala Cys Leu Gly Leu Val Cys Leu Ser Val 
610 615 620 



Leu Leu Phe Pro Gly Gin Pro Gly Pro Ala Ser Cys Leu Ala Gin Gin 

Page 4 



WO 2005/005480 

625 630 



MON-0301.ST25.txt 
635 



PCT/US2004/015136 

640 



Pro Leu Phe His Leu Pro Leu Thr Gly Cys Leu Ser Thr Phe Phe Leu 
645 650 655 

Gin Ala Ala Glu lie Phe Val Gly Ser Glu Leu Pro Pro Ser Trp Ala 
660 665 670 

Glu Lys Met Arg Gly Arg Leu Arg Gly Pro Trp Ala Trp Leu Val Val 
675 680 685 

Leu Leu Ala Met Leu Ala Glu Ala Ala Leu Cys Ala Trp Tyr Leu Val 
690 695 700 

Ala Phe Pro Pro Glu Val Val Thr Asp Trp Arg Val Leu Pro Thr Glu 
705 710 715 720 

Ala Leu Val His Cys His Val His Ser Trp lie Ser Phe Gly Leu Val 
725 730 735 

His Ala Thr Asn Ala Met Leu Ala Phe Leu Cys Phe Leu Gly Thr Phe 
740 745 " 750 

Leu Val Gin Ser Arg Pro Gly Arg Tyr Asn Gly Ala Arg Gly Leu Thr 
755 760 765 

Phe Ala Met Leu Ala Tyr Phe lie Thr Trp lie Ser Phe Val Pro Leu 
770 775 780 

Phe Ala Asn Val His Val Ala Tyr Gin Pro Ala Val Gin Met Gly Thr 
785 790 795 800 

lie Leu Leu Cys Ala Leu Gly lie Leu Ala Thr Phe His Leu Pro Lys 
805 810 815 

Cys Tyr Leu Leu Leu Gin Arg Pro Glu Leu Asn Thr Pro Glu Phe Phe 
820 . 825 830 

Leu Glu Asp Asn Ala Arg Ala Gin Gly Ser Ser Trp Gly Gin Gly Arg 
835 840 845 

Gly Glu Ser Gly Gin Lys Gin Val Thr Pro Asp Pro Val Thr Ser Pro 
850 855 860 

Gin 
865 

<210> 3 

<211> 2532 

<212> DNA 

<213> Mus musculus 

<400> 3 

atgggacccc aggcgaggac actccatttg ctgtttctcc tgctgcatgc tctgcctaag 60 
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ccagtcatgc 


tggtagggaa 


ctccgacttt 


cacctggctg 


gggactacct 


cctgggtggc 


120 


ctctttaccc 


tccatgccaa 


cgtgaagagc 


gtctctcacc 


tcagctacct 


gcaggtgccc 


180 


aagtgcaatg 


agtacaacat 


gaaggtcttg 


ggctacaacc 


tcatgcaggc 


catgcgattc 


240 


gccgtggagg 


aaatcaacaa 


ctgtagctct 


ctgctgcccg 


gcgtgctgct 


cggctacgag 


300 


atggtggatg 


tctgctacct 


ctccaacaat 


atccagcctg 


ggctctactt 


cctgtcacag 


360 


atagatgact 


tcctgcccat 


cctcaaagac 


tacagccagt 


acaggcccca 


agtggtggcc 


420 


gtcattggcc 


cagacaactc 


tgagtccgcc 


atcaccgtgt 


ccaacattct 


ctcctacttc 


480 


ctcgtgccac 


aggtcacata 


tagcgccatc 


accgacaagc 


tgcgagacaa 


gcggcgcttc 


540 


cctgccatgc 


tgcgcactgt 


gcccagcgcc 


acccaccaca 


tcgaggccat 


ggtgcaactg 


600 


atggttcact 


tccagtggaa 


ctggatcgtg 


gtgctggtga 


gcgatgacga 


ttatggccga 


660 


gagaacagcc 


acctgctgag 


ccagcgtctg 


accaacactg 


gcgatatctg 


cattgccttc 


720 


caggaggttc 


tgcctgtacc 


agaacccaac 


caggccgtga 


ggcctgagga 


gcaggaccaa 


780 


ctggacaaca 


tcctggacaa 


gctgcggcgg 


acctcggcgc 


gtgtggtggt 


gatattctcg 


840 


ccagagctga 


gcctgcacaa 


cttcttccgc 


gaggtgctgc 


gctggaactt 


cacaggcttt 


900 


gtgtggattg 


cctctgagtc 


ctgggccatc 


gaccctgttc 


tacacaacct 


cacagagctg 


960 


cgccacacgg 


gcactttcct 


gggcgtcacc 


atccagaggg 


tgtccatccc 


tggcttcagc 


1020 


cagttccgag 


tgcgccacga 


caagccagag 


tatcccatgc 


ctaacgagac 


cagcctgagg 


1080 


actacctgta 


accaggactg 


tgacgcctgc 


atgaacatca 


ccgagtcctt 


taacaacgtt 


1140 


ctcatgcttt 


cgggggagcg 


tgtggtctac 


agtgtgtact 


cggccgtcta 


cgcggtagcc 


1200 


cacaccctcc 


acagactcct 


ccactgcaac 


caggtccgct 


gcaccaagca 


aatcgtctat 


1260 


ccatggcagc 


tactcaggga 


gatctggcat 


gtcaacttca 


cgctcctggg 


caaccagctc 


1320 


ttcttcgacg 


aacaagggga 


catgccgatg 


ctcctggaca 


tcatccagtg 


gcaatggggc 


1380 


ctgagccaga 


accccttcca 


aagcatcgcc 


tcctactccc 


ccaccgagac 


gaggctgacc 


1440 


tacattagca 


atgtgtcctg 


gtacaccccc 


aacaacacgg 


tccccatatc 


catgtgttct 


1500 


aagagttgcc 


agcctgggca 


aatgaaaaaa 


cccataggcc 


tccacccgtg 


ctgcttcgag 


1560 


tgtgtggact 


gtccgccggg 


cacctacctc 


aaccgatcag 


tagatgagtt 


taactgtctg 


1620 


tcctgcccgg 


gttccatgtg 


gtcttacaag 


aacaacatcg 


cttgcttcaa 


gcggcggctg 


1680 


gccttcctgg 


agtggcacga 


agtgcccact 


atcgtggtga 


ccatcctggc 


cgccctgggc 


1740 


ttcatcagta 


cgctggccat 


tctgctcatc 


ttctggagac 


atttccagac 


gcccatggtg 


1800 


cgctcggcgg 


gcggccccat 


gtgcttcctg 


atgctggtgc 


ccctgctgct 


ggcgttcggg 


1860 


atggtccccg 


tgtatgtggg 


cccccccacg 


gtcttctcct 


gtttctgccg 


ccaggctttc 


1920 


ttcaccgttt 


gcttctccgt 


ctgcctctcc 


tgcatcacgg 


tgcgctcctt 


ccagattgtg 


1980 


tgcgtcttca 


agatggccag 


acgcctgcca 


agcgcctacg 


gtttctggat 


gcgttaccac 


2040 


gggccctacg 


tctttgtggc 


cttcatcacg 


gccgtcaagg 


tggccctggt 


ggcaggcaac 


2100 


atgctggcca 


ccaccatcaa 


ccccattggc 


cggaccgacc 


ccgatgaccc 


caatatcata 


2160 
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atcctctcct gccaccctaa ctaccgcaac gggctactct tcaacaccag catggacttg 
ctgctgtccg tgctgggttt cagcttcgcg tacgtgggca aggaactgcc caccaactac 
aacgaagcca agttcatcac cctcagcatg accttctcct tcacctcctc catctccctc 
tgcacgttca tgtctgtcca cgatggcgtg ctggtcacca tcatggatct cctggtcact 
gtgctcaact ttctggccat cggcttgggg tactttggcc ccaagtgtta catgatcctt 
ttctacccgg agcgcaacac ttcagcttat ttcaatagca tgattcaggg ctacacgatg 
aggaagagct ag 



<210> 4 

<211> 2529 

<212> DNA 

<213> Rattus rattus 




<400> 4 
atgggtcccc 


aggcaaggac 


— * r— i -4— t — i -f~ f-t 4— 4— r*r 

ac lclcj ct uy 


ccaggcaagc 


tggtagagaa 


/—i 4— g—i -f— /~r * — i -f- -f~ 


ctctttaccc 


tccatgccaa 


CCJ LyaaCjdCjC 


aagtgcaatg 


agttcaccat 


gaaggtgttg 


gctgtggagg 


agatcaacaa 


/—< +- n 4~ ra rf i~* +■ t~> r* 
(_L.y LdyLLCU 


atggtggatg 


tctgttacct 


r~* 4— /—i -n r—i 4- 

ctccaacaat 


gacgacgacc 


tcctgcccat 


/-» /~i *f- r-i /-^r 

CUtudddCJau 


gtcattggcc 


ccgacaactc 


tgagtccgcc 


ctcatcccac 


agatcacata 


cagcgccat c 


cctagcatgc 


tacgcacagt 


gcccagcgcc 


atggttcact 


tccaatggaa 


ctggattgtg 


gagaacagcc 


acctgttgag 


ccagcgtctg 


caggaggttc 


tgcccatacc 


tgagtccagc 


ctggacaaca 


tcctggacaa 


gctgcggcgg 


cccgagctga 


gcctgtatag 


cttctttcac 


gtgtggatcg 


cctctgagtc 


ctgggctatc 


cgccacacgg 


gtacttttct 


gggcgtcacc 


cagttccgag 


tgcgccgtga 


caagccaggg 


acgacctgca 


accaggactg 


tgacgcctgc 


cttatacttt 


cgggggagcg 


cgtggtctac 


catgccctcc 


acagactcct 


cggctgtaac 


ccgtggcagc 


tactcaggga 


gatctggcac 


ttctttgacc 


aacaagggga 


catgccgatg 


ctgagccaga 


atcccttcca 


aagcatcgcc 



ctgtctctcc tgctgcatgt tctgcctaag 
cacctggccg gggactacct cctgggtggc 
atctcccacc tcagctacct gcaggtgccc 
ggctacaacc tcatgcaggc catgcgtttc 
ctgctacccg gcgtgctgct cggctacgag 
atccaccctg ggctctactt cctggcacag 
tacagccagt acatgcccca cgtggtggct 
attaccgtgt ccaacattct ctctcatttc 
tccgacaagc tgcgggacaa gcggcacttc 
acccaccaca tcgaggccat ggtgcagctg 
gtgctggtga gcgacgacga ttacggccgc 
accaaaacga gcgacatctg cattgccttc 
caggtcatga ggtccgagga gcagagacaa 
acctcggcgc gcgtcgtggt ggtgttctcg 
gaggtgctcc gctggaactt cacgggtttt 
gacccagttc tgcataacct cacggagctg 
atccagaggg tgtccatccc tggcttcagt 
tatcccgtgc ctaacacgac caacctgcgg 
ttgaacacca ccaagtcctt caacaacatc 
agcgtgtact cggcagttta cgcggtggcc 
cgggtccgct gcaccaagca aaaggtctac 
gtcaacttca cgctcctggg taaccggctc 
ctcttggaca tcatccagtg gcagtgggac 
tcctattctc ccaccagcaa gaggctaacc 
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2280 
2340 
2400 
2460 
2520 
2532 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
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tacattaaca 


atgtgtcctg 


gtacaccccc 


aagagctgcc 


agccagggca 


aatgaaaaag 


tgcttggatt 


gtatgccagg 


cacctacctc 


tcctgcccgg 


gttccatgtg 


gtcctacaag 


accttcctgg 


agtggcacga 


agtgcccacc 


ttcttcagta 


cactggccat 


tcttttcatc 


cgctcggccg 


gtggccccat 


gtgcttcctg 


atggtgcccg 


tgtatgtggg 


gccccccacg 


ttcaccgtct 


gcttct ccat 


ctgcctatcc 


tgtgtcttca 


agatggccag 


acgcctgcca 


gggccctatg 


tcttcgtggc 


cttcatcacg 


atgctggcca 


ccaccatcaa 


ccccattggc 


atcctctcgt 


gccaccctaa 


ctaccgcaac 


ctgctgtctg 


tgctgggttt 


cagcttcgct 


aacgaagcca 


agt teat cac 


tctcagcatg 


tgcaccttca 


tgtctgtgca 


egaeggegtg 


gtgctcaact 


tcctggccat 


cggcttggga 


ttctacccgg 


agcgcaacac 


ctcagcctat 


aggaagagc 






<210> 5 

<211> 2520 

<212> DNA 

<213> Homo sapiens 




<400> 5 
atggggccca 


gggcaaagac 


catctgctcc 


ccggctgaga 


acteggaett 


ctacctgcct 


ctccatgcca 


acatgaaggg 


cattgttcac 


gagtatgaag 


tgaaggtgat 


aggctacaac 


gagatcaaca 


atgacagcag 


cctgctgcct 


gtgtgctaca 


tctccaacaa 


tgtccagccg 


ctccttccca 


tccaagagga 


ctacagtaac 


cctgacaact 


ccgagtctgt 


catgactgtg 


cagatcacct 


acagcgccat 


cagegatgag 


ctgcgtacca 


cacccagcgc 


cgaccaccac 


ttccgctgga 


actggatcat 


tgtgctggtg 


cagctgcttg 


gcgagcgcgt 


ggcccggcgc 


cccacactgc 


agcccaacca 


gaacatgacg 
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aacaacaegg tccctgtctc 


catgtgttcc 


tctgtgggcc 


tccacccttg 


ttgettcgag 


aaccgctcag 


cagatgagtt 


taactgtctg 


aacgacatca 


cttgcttcca 


gcggcggcct 


atcgtggtgg 


ccatactggc 


tgccctgggc 


ttctggagac 


atttccagac 


acccatggtg 


atgctcgtgc 


ccctgctgct 


ggcgtttggg 


gtcttctcat 


gcttctgccg 


acaggctttc 


tgcatcaccg 


tgcgctcctt 


ecagategtg 


agtgcctaca 


gtttttggat 


gcgttaccac 


gecatcaagg 


tggccctggt 


ggtgggcaac 


cggaccgacc 


cggatgaccc 


caacatcatg 


gggctactgt 


tcaacaccag 


catggacttg 


tacatgggca 


aggagctgee 


caccaactac 


accttctcct 


tcacctcctc 


catctccctc 


ctggtcacca 


tcatggacct 


cctggtcact 


tactttggee 


ccaagtgtta 


catgatcctt 


ttcaatagca 


tgatccaggg 


ctacaccatg 


ctgttcttcc 


tcctatgggt 


cctggctgag 


ggggattacc 


tcctgggtgg 


cctcttctcc 


cttaacttcc 


tgcaggtgcc 


catgtgcaag 


etcatgeagg 


ccatgcgctt 


cgcggtggag 


ggtgtgctgc 


tgggctatga 


gatcgtggat 


gtgetctact 


tcctggcaca 


cgaggacaac 


tacatttccc 


gtgtgatacrc 

ZJ r3 ZJ 3 3 


tgtcattggc 


gccaacttcc 


tctccctatt 


tctccttcca 


ctgegagaca 


aggtgegett 


cccggctttg 


gtcgaggeca 


tggtgcagct 


gatgetgeae 


ageagegaca 


cctatggccg 


cgacaatggc 


gaeatctgea 


tcgccttcca 


ggagacgctg 


tcagaggagc 


gccagcgcct 


ggtgaccatt 
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gtggacaagc 


tgcagcagag 


cacagcgcgc 


ctgtaccact 


tcttcaatga 


ggtgctgcgc 


tccgagtcct 


gggccatcga 


cccggtcctg 


accttcctgg 


gcatcaccat 


ccagagcgtg 


tggggcccac 


aggctgggcc 


gccacccctc 


caggagtgcg 


acaactgcct 


gaacgccacc 


ggggagcgtg 


tcgtctacag 


cgtgtactct 


agcctcctcg 


gctgtgacaa 


aagcacctgc 


cttgaggaga 


tctggaaggt 


caacttcact 


caaggggacg 


tggctctgca 


cttggagatt 


cccttccaga 


gcgtcgcctc 


ctactacccc 


atctcctggc 


acaccgtcaa 


caacacgatc 


tcagggcaaa 


agaagaagcc 


tgtgggcatc 


cttcccggca 


ccttcctcaa 


ccacactgaa 


aacgagtggt 


cctaccagag 


tgagacctcc 


tggcatgagg 


cacccaccat 


cgctgtggcc 


ctggccatcc 


tggtgatatt 


ctggaggcac 


ggccccatgt 


gcttcctgat 


gctgacactg 


tacgtggggc 


cgcccaaggt 


ctccacctgc 


ttcacaattt 


gcatctcctg 


tatcgccgtg 


atggccagcc 


gcttcccacg 


cgcctacagc 


tctatggcat 


ttatcacggt 


actcaaaatg 


ggcctcagtc 


ccaccacccg 


tactgacccc 


aaccccaact 


accgcaacag 


cctgctgttc 


gtgggtttca 


gcttcgccta 


catgggcaaa 


ttcatcaccc 


tcagcatgac 


cttctatttc 


tctgcctaca 


gcggggtgct 


ggtcaccatc 


ctggccatca 


gcctgggcta 


cttcggcccc 


cgcaacacgc 


ccgcctactt 


caacagcatg 


<210> 6 

<211> 2529 

<212> DNA 

<213> Mus musculus 




<400> 6 
atgcttttct 


gggcagctca 


cctgctgctc 


gctttcagct 


gccaaaggac 


agaatcctct 



MON-0301.ST25.txt 




gtcgtggtcg 


tgttctcgcc 


cgacctgacc 


cagaacttca 


cgggcgccgt 


gtggatcgcc 


cacaacctca 


cggagctggg 


ccacttgggc 


cccatcccgg 


gcttcagtga 


gttccgcgag 


agcaggacca 


gccagagcta 


tacctgcaac 


ttgtccttca 


acaccattct 


caggctctct 


gcggtctatg 


ctgtggccca 


tgccctgcac 


accaagaggg 


tggtctaccc 


ctggcagctg 


ctcctggacc 


accaaatctt 


cttcgacccg 


gtccagtggc 


aatgggaccg 


gagccagaat 


ctgcagcgac 


agctgaagaa 


catccaagac 


cctatgtcca 


tgtgttccaa 


gaggtgccag 


cacgtctgct 


gcttcgagtg 


catcgactgc 


gatgaatatg 


aatgccaggc 


ctgcccgaat 


tgcttcaagc 


ggcagctggt 


cttcctggaa 


ctgctggccg 


ccctgggctt 


cctcagcacc 


ttccagacac 


ccatagttcg 


ctcggctggg 


ctgctggtgg 


catacatggt 


ggtcccggtg 


ctctgccgcc 


aggccctctt 


tcccctctgc 


cgttctttcc 


agatcgtctg 


cgccttcaag 


tactgggtcc 


gctaccaggg 


gccctacgtc 


gtcattgtgg 


taattggcat 


gctggccacg 


gatgacccca 


agatcacaat 


tgtctcctgt 


aacaccagcc 


tggacctgct 


gctctcagtg 


gagctgccca 


ccaactacaa 


cgaggccaag 


acctcatccg 


tctccctctg 


caccttcatg 


gtggacctct 


tggtcactgt 


gctcaacctc 


aagtgctaca 


tgatcctctt 


ctacccggag 


atccagggct 


acaccatgag 


gagggactag 


agcctgcagc 


tggccgttgc 


ttactgctgg 


ccaggtttca 


gcctccctgg 


ggacttcctc 
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120 
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ctggcaggcc tgttctccct ccatget:*ga'<5» fc^itetgcagg tgagacacag acctctggtg 180 

acaagttgtg acaggtctga cagcttcaac ggccatggct atcacctctt ccaagccatg 240 

cggttcaccg ttgaggagat aaacaactcc acagctctgc ttcccaacat caccctgggg 300 

tatgaactgt atgacgtgtg ctcagagtct tccaatgtct atgccaccct gagggtgctc 360 

gcccagcaag ggacaggcca cctagagatg cagagagatc ttcgcaacca ctcctccaag 420 

gtggtggcac tcattgggcc tgataacact gaccacgctg tcaccactgc tgccctgctg 4 80 

agcccttttc tgatgcccct ggtcagctat gaggcgagca gcgtgatcct cagtgggaag 54 0 

cgcaagttcc cgtccttctt gcgcaccatc cccagcgata agtaccaggt ggaagtcata 600 

gtgcggctgc tgcagagctt cggctgggtc tggatctcgc tcgttggcag ctatggtgac 660 

tacgggcagc tgggcgtaca ggcgctggag gagctggcca ctccacgggg catctgcgtc 720 

gccttcaagg acgtggtgcc tctctccgcc caggcgggtg acccaaggat gcagcgcatg 7 80 

atgctgcgtc tggctcgagc caggaccacc gtggtcgtgg tcttctctaa ccggcacctg 840 

gctggagtgt tcttcaggtc tgtggtgctg gccaacctga ctggcaaagt gtggatcgcc 900 

tccgaagact gggccatctc cacgtacatc accaatgtgc ccgggatcca gggcattggg 960 

acggtgctgg gggtggccat ccagcagaga caagtccctg gcctgaagga gtttgaagag 10.20 

tcctatgtcc aggcagtgat gggtgctccc agaacttgcc cagaggggtc ctggtgcggc 1080 

actaaccagc tgtgcaggga gtgtcacgct ttcacgacat ggaacatgcc cgagcttgga 1140 

gccttctcca tgagcgctgc ctacaatgtg tatgaggctg tgtatgctgt ggcccacggc 1200 

ctccaccagc tcctgggatg tacctctggg acctgtgcca gaggcccagt ctacccctgg 12 60 

cagcttcttc agcagatcta caaggtgaat ttccttctac ataagaagac tgtagcattc 1320 

gatgacaagg gggaccctct aggttattat gacatcatcg cctgggactg gaatggacct 1380 

gaatggacct ttgaggtcat tggttctgcc tcactgtctc cagttcatct agacataaat 1440 

aagacaaaaa tccagtggca cgggaagaac aatcaggtgc ctgtgtcagt gtgtaccagg 1500 

gactgtctcg aagggcacca caggttggtc atgggttccc accactgctg cttcgagtgc 1560 

atgccctgtg aagctgggac atttctcaac acgagtgagc ttcacacctg ccagccttgt 1620 

ggaacagaag aatgggcccc tgaggggagc tcagcctgct tctcacgcac cgtggagttc 1680 

ttggggtggc atgaacccat ctctttggtg ctattagcag ctaacacgct attgctgctg 1740 

ctgctgattg ggactgctgg cctgtttgcc tggcgtcttc acacgcctgt tgtgaggtca 1800 

gctgggggta ggctgtgctt cctcatgctg ggttccttgg tagctgggag ttgcagcctc 18 60 

tacagcttct tcgggaagcc cacggtgccc gcgtgcttgc tgcgtcagcc cctcttttct 1920 

ctcgggtttg ccattttcct ctcctgtctg acaatccgct ccttccaact ggtcatcatc 1980 

ttcaagtttt ctaccaaggt acccacattc taccacactt gggcccaaaa ccatggtgcc 2040 

ggaatattcg tcattgtcag ctccacggtc catttgttcc tctgtctcac gtggcttgca 2100 

atgtggaccc cacggcccac cagggagtac cagcgcttcc cccatctggt gattcttgag 2160 

tgcacagagg tcaactctgt gggcttcctg gtggctttcg cacacaacat cctcctctcc 2220 
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r> ir k ,n ir * ff '{ *«» *>* p » . MON-0301 . ST25 . txt 
atcag^aek*t «t^g^i^<Mf4i^<^^^^^gsiSLCtgc cggagaacta taacgaagcc 

aaatgtgtca ccttcagcct gctcctccac ttcgtatcct ggatcgcttt cttcaccatg 

tccagcattt accagggcag ctacctaccc gcggtcaatg tgctggcagg gctggccact 

ctgagtggcg gcttcagcgg ctatttcctc cctaaatgct acgtgattct ctgccgtcca 

gaactcaaca acacagaaca ctttcaggcc tccatccagg actacacgag gcgctgcggc 

actacctga 



<210> 7 

<211> 2520 

<212> DNA 

<213> Rattus rattus 



<400> 7 

atgctcttct gggctgctca cctgctgctc 
agctgccaaa ggacagagtc ctctccaggc 
ggtctgttct ccctccatgg tgactgtctg 
tgtgacaggc ccgacagctt caacggccat 
actgttgagg agataaacaa ctcctcggcc 
ctgtacgacg tgtgctcaga atctgccaat 
caagggcccc gccacataga gatacagaaa 
gccttcatcg ggcctgacaa cactgaccac 
ttcctgatgc ccctggtcag ctatgaggca 
ttcccgtctt tccttcgtac cgtccccagt 
ctgctgcaga gttttgggtg ggtgtggatc 
cagctgggtg tgcaggcgct ggaggagctg 
aaggacatcg tgcctttctc tgcccgggtg 
catctggctc aggccaggac caccgtggtt 
gtgttcttca ggtccgtggt gctggccaac 
gactgggcca tctccacgta catcaccagc 
ctcggtgtgg ccgtccagca gagacaagtc 
gtcagggctg taacagctgc tcccagcgct 
cagctgtgcc gggagtgcca cacgttcacg 
tccatgagtg ccgcctacag agtgtatgag 
cagctcctgg gatgtacttc tgagatctgt 
cttcagcaga tctacaaggt gaattttctt 
aacggggaca ctctaggtta ctacgacatc 
acctttgaga tcattggctc tgcctcactg 
aaaatccagt ggcacgggaa gaacaatcag 
ctggcagggc accacagggt ggttgtgggt 



agcctgcagt tggtctactg 

ttcagccttc ctggggactt 

caggtgagac acagacctct 

ggctaccacc tcttccaagc 

ctgcttccca acatcaccct 

gtgtatgcca ccctgagggt 

gaccttcgca accactcctc 

gctgtcacta ccgctgcctt 

agcagcgtgg tactcagtgc 

gaccggcacc aggtggaggt 

tcgctcattg gcagctacgg 

gccgtgcccc ggggcatctg 

ggtgacccga ggatgcagag 

gtggtcttct ctaaccggca 

ctgactggca aagtgtgggt 

gtgactggga tccaaggcat 

cctgggctga aggagtttga 

tgcccggagg ggtcctggtg 

actcgtaaca tgcccacgct 

gctgtgtacg ctgtggccca 

tccagaggcc cagtctaccc 

ctacatgaga atactgtggc 

atcgcctggg actggaatgg 

tctccagttc atctggacat 

gtgcctgtgt cagtgtgtac 

tcccaccact gctgctttga 
Page 11 



ctgggctttc 

cctccttgca 

ggtgacaagt 

catgcggttc 

ggggtatgag 

gcttgccctg 

caaggtggtg 

gctgggtcct 

caagcgcaag 

catggtgcag 

tgattacggg 

cgtcgccttc 

catgatgcag 

cctggctaga 

cgcctcagaa 

tgggacggtg 

ggagtcttat 

cagcactaac 

tggagccttc 

cggcctccac 

ctggcagctt 

atttgatgac 

acctgaatgg 

aaataagaca 

cacggactgt 

gtgtgtgccc 
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tgcgaagctg 


ggacctttct 


caacatgagt 


gaagaatggg 


cacccaagga 


gagcactact 


tggcatgaac 


ccatctcttt 


ggtgctaata 


gttgggactg 


ctggcctgtt 


tgcctggcat 


ggtaggctgt 


gcttcctcat 


gctgggttcc 


ttcttcgggg 


agcccacggt 


gcccgcgtgc 


tttgccatct 


tcctctcctg 


cctgacaatc 


ttttctacca 


aggtgcccac 


attctaccgt 


ttcgtcattg 


tcagctccac 


ggtccatttg 


accccacgac 


ccaccaggga 


ataccagcgc 


gaggtcaact 


ctgtaggctt 


cctgttggct 


accttcgtct 


gcagctacct 


gggtaaggaa 


gtcaccttca 


gcctgctcct 


caacttcgta 


atttaccagg 


gcagctacct 


gcctgcggtc 


ggcggcttca 


gcggttactt 


cctccccaag 


aacaatacag 


aacactttca 


ggcctccatc 


<210> 8 

<211> 2526 

<212> DNA 

<213> Homo sapiens 




<400> 8 
atgctgctct 


gcacggctcg 


cctggtcggc 


tttgcctgcc 


atagcacgga 


gtcttctcct 


gcaggcctgt 


tccctctcca 


ttctggctgt 


ctgtgtgaca 


ggtcttgtag 


cttcaatgag 


cttggggttg 


aggagataaa 


caactccacg 


cagctgtatg 


atgtgtgttc 


tgactctgcc 


ctgccagggc 


aacaccacat 


agagctccaa 


ctggcagtga 


ttgggcctga 


cagcaccaac 


cctttcctgg 


tgcccatgat 


tagctatgcg 


cagtatccct 


ctttcctgcg 


caccatcccc 


ctgctgctgc 


agaagttcgg 


gtggacctgg 


gggcagctag 


gggtgcaggc 


actggagaac 


ttcaaggaca 


tcatgccctt 


ctctgcccag 


cgccacctgg 


cccaggccgg 


ggccaccgtc 


agggtgtttt 


tcgagtccgt 


ggtgctgacc 



MON-0301.ST25.txt 



gagcttcaca 


tctgccagcc 


ttgtggaaca 


tgcttcccac 


gcacggtgga 


gttcttggct 


gcagctaaca 


cgctattgct 


gctgctgctg 


tttcacacac 


ctgtagtgag 


gtcagctggg 


ctggtggccg 


gaagttgcag 


cttctatagc 


ttgctgcgtc 


agcccctctt 


ttctctcggg 


cgctccttcc 


aactggtcat 


catcttcaag 


acctgggccc 


aaaaccatgg 


tgcaggtcta 


ctcatctgtc 


tcacatggct 


tgtaatgtgg 


ttcccccatc 


tggtgattct 


cgagtgcaca 


ttcacccaca 


acattctcct 


ctccatcagt 


ctgccagaga 


actataatga 


agccaaatgt 


tcctggatcg 


ccttcttcac 


catggccagc 


aatgtgctgg 


cagggctgac 


cacactgagc 


tgctatgtga 


ttctctgccg 


tccagaactc 


caggactaca 


cgaggcgctg 


cggcactacc 


ctgcagcttc 


tcatttcctg 


ctgctgggcc 


gacttcaccc 


tccccggaga 


ttacctcctg 


ctgcaggtga 


ggcacagacc 


cgaggtgacc 


catggctacc 


acctcttcca 


ggctatgcgg 


gccctgctgc 


ccaacatcac 


cctggggtac 


aatgtgtatg 


ccacgctgag 


agtgctctcc 


ggagaccttc 


tccactattc 


ccctacggtg 


cgtgctgcca 


ccacagccgc 


cctgctgagc 


gccagcagcg 


agacgctcag 


cgtgaagcgg 


aatgacaagt 


accaggtgga 


gaccatggtg 


atctctctgg 


ttggcagcag 


tgacgactat 


caggccactg 


gtcaggggat 


ctgcattgct 


gtgggcgatg 


agaggatgca 


gtgcctcatg 


gtggttgttt 


tttccagccg 


gcagttggcc 


aacctgactg 


gcaaggtgtg 


ggtcgcctca 
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„, , mr n _ ( mt MON-0301.ST25.txt 

gaagJdWfcjggS G^dtlUEfeQIfg^afaJf jpg^6;|jgj|^gtgcccg ggatccagcg 


cattgggatg 


960 


gtgctgggcg 


tggccatcca 


gaagagggct 


gtccctggcc 


tgaaggcgtt 


tgaagaagcc 


1020 


tatqc ccqqq 

-3^ — 3 3 3 


cagacaagaa 


ggcccctagg 


ccttgccaca 


agggctcctg 


gtgcagcagc 


1080 


aatcagctct 


gcagagaatg 


ccaagctttc 


atggcacaca 


cgatgcccaa 


gctcaaagcc 


1140 


ttctccatga 


gttctgccta 


caacgcatac 


cgggctgtgt 


atgcggtggc 


ccatggcctc 


1200 


caccagctcc 


tgggctgtgc 

^~ 3 3 3 3; 3 


ctctggagct 


tgttccaggg 

3 •— *- 333 


gccgagtcta 


cccctggcag 


1260 


cttttggagc 


agatccacaa 


ggtgcatttc 


cttctacaca 


aggacactgt 


ggcgtttaat 


1320 


gacaacagag 


atcccctcag 


tagctataac 


ataattgcct 


gggactggaa 


tggacccaag 


1380 


tggaccttca 


cggtcctcgg 


ttcctccaca 


tggtctccag 


ttcagctaaa 


cataaatgag 


1440 


accaaaatcc 


agtggcacgg 


aaaggacaac 


caggtgccta 


agtctgtgtg 

3 3 *— 3 3 


ttccagcgac 


1500 


tgtcttgaag 


ggcaccagcg 


agtggttacg 


ggtttccatc 


actgctgctt 


tgagtgtgtg 


1560 


ccctgtgggg 


ctgggacctt 


cctcaacaag 


agtgacctct 


acagatgcca 


gccttgtggg 


1620 


aaagaagagt 


gggcacctga 


gggaagccag 


acctgcttcc 


cgcgcactgt 


ggtgtttttg 


1680 


gctttgcgtq 

W 3 3 3 


agcacacctc 


ttgggtgctg 


ctggcagcta 


acacgctgct 


gctgctgctg 


1740 


ctgcttggga 


ctgctggcct 


gtttgcctgg cacctagaca 


cccctgtggt 


gaggtcagca 


1800 


gggggccgcc 


tgtgctttct 


tatgctgggc 


tccctggcag 


caggtagtgg 

33 3 w aa 


cagcctctat 


1860 


ggcttctttg 


gggaacccac 


aaggcctgcg tgcttgctac 


gccaggccct 


ctttgccctt 


1920 


ggtttcacca 


tcttcctgtc 


ctgcctgaca gttcgctcat 


tccaactaat 


catcatcttc 


1980 


aagttttcca 


ccaaggtacc 


tacattctac 


cacgcctggg 


tccaaaacca 


cggtgctggc 


2040 


ctgtttgtga 


tgatcagctc 


agcggcccag 


ctgcttatct 


gtctaacttg 


gctggtggtg 


2100 


tggaccccac 


tgcctgctag 


ggaataccag 


cgcttccccc 


atctggtgat 


gcttgagtgc 


2160 


acagagacca 


actccctggg 


cttcatactg 


gccttcctct 


acaafcggcct 


cctctccatc 


2220 


agtgcctttg 


cctgcagcta 


cctgggtaag 


gacttgccag 


agaactacaa 


cgaggccaaa 


2280 


tgtgtcacct 


tcagcctgct 


cttcaacttc 


gtgtcctgga 


tcgccttctt 


caccacggcc 


2340 


agcgtctacg 


acggcaagta 


cctgcctgcg gccaacatga 


tggctgggct 


gagcagcctg 


2400 


agcagcggct 


tcggtgggta 


ttttctgcct 


aagtgctacg 


tgatcctctg 


ccgcccagac 


2460 


ctcaacagca 


cagagcactt 


ccaggcctcc 


attcaggact 


C*, V — y ^-j V-j v-j 


ctgcggctcc 


2520 


acctga 












2526 


<210> 9 
<211> 2571 
<212> DNA 
<213> Mus 


musculus 












<400> 9 
atgccagctt 


tggctatcat 


gggtctcagc 


ctggctgctt 


tcctggagct 


tgggatgggg 


60 


gcctctttgt 


gtctgtcaca 


gcaattcaag 


gcacaagggg 


actacatact 


gggcgggcta 


120 


tttcccctgg 


gctcaaccga 


ggaggccact 


ctcaaccaga 


gaacacaacc 


caacagcatc 


180 


ccgtgcaaca 


ggttctcacc 


ccttggtttg 


ttcctggcca 


tggctatgaa 


gatggctgtg 


240 
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gaggagatca acaatggatc tgccttgctc 
gacacatgct ccgagccagt ggtcaccatg 
ggcagtcaaa gcattgctgc ctactgcaac 
gtcatcggcc cccactcatc agagcttgcc 
ctcatgccac aggtcagcta tagtgccagc 
ccatccttct tccgcacagt gcccagtgac 
ttgcagaact tcagctggaa ctgggtggcc 
gaaggtctga gcatcttttc tagtctggcc 
ggcctggtgc cacaacatga cactagtggc 
cgccaagtga accaaagtaa agtacaagtg 
tactcccttt ttagttacag catccatcat 
gagtcttggc tgacatctga cctggtcatg 
gtgcttgggt ttttgcagcg gggtgcccta 
caccttgccc tggccgctga cccagcattc 
gaggaacatg tgatggggca acgctgtcca 
tcatctgggc tgttgcagaa cctatcagct 
tatgcagctg tgtacagtgt ggctcaagcc 
cattgccacg tatcagaaca tgttctaccc 
agtttccatg ctcgagactt gacactacag 
tatgacctga agatgtgggt gtggcagagc 
ttcaacggca cccttcagct gcagcagtct 
gtctcccagt gttcccgcca gtgcaaagat 
tcctgctgct atgactgcgt ggactgcaag 
ttcacctgta ctccatgtaa ccaggaccag 
cctcgcaggc ccaagtttct ggcttggggg 
ctttgcctgg tgctgggtct agcactggct 
agccctcttg tccaggcctc aggtggctca 
ctcttctgcc tcagtgtcct tctgttccca 
caacaaccaa tggctcacct ccctctcaca 
gctgagacct ttgtggagtc tgagctgcca 
cttcggggac tctgggcctg gctagtggta 
tgtgcctggt atttgatcgc tttcccacca 
acagaggtac tggagcactg ccacgtgcgt 
accaatgcaa tgttagcttt cctctgcttt 
ggccgctaca accgtgcccg tggtctcacc 



^MON-0301 . ST25 . txt 

cctgggctgc ggctgggcta tgacctattt 

aaatccagtc tcatgttcct ggccaaggtg 

tacacacagt accaaccccg tgtgctggct 

ctcattacag gcaagttctt cagcttcttc 

atggatcggc taagtgaccg ggaaacgttt 

cgggtgcagc tgcaggcagt tgtgactctg 

gccttaggga gtgatgatga ctatggccgg 

aatgcacgag gtatctgcat cgcacatgag 

caacagttgg gcaaggtgct ggatgtacta 

gtggtgctgt ttgcctctgc ccgtgctgtc 

ggcctctcac ccaaggtatg ggtggccagt 

acacttccca atattgcccg tgtgggcact 

ctgcctgaat tttcccatta tgtggagact 

tgtgcctcac tgaatgcgga gttggatctg 

cggtgtgacg acatcatgct gcagaaccta 

gggcaattgc accaccaaat atttgcaacc 

cttcacaaca ccctacagtg caatgtctca 

tggcagctcc tggagaacat gtacaatatg 

tttgatgctg aagggaatgt agacatggaa 

cctacacctg tattacatac tgtgggcacc 

aaaatgtact ggccaggcaa ccaggtgcca 

ggccaggttc gccgagtaaa gggctttcat 

gcgggcagct accggaagca tccagatgac 

tggtccccag agaaaagcac agcctgctta 

gagccagttg tgctgtcact cctcctgctg 

gctctggggc tctctgtcca ccactgggac 

cagttctgct ttggcctgat ctgcctaggc 

gggcggccaa gctctgccag ctgccttgca 

ggctgcctga gcacactctt cctgcaagca 

ctgagctggg caaactggct atgcagctac 

ctgttggcca cttttgtgga ggcagcacta 

gaggtggtga cagactggtc agtgctgccc 

tcctgggtca gcctgggctt ggtgcacatc 

ctgggcactt tcctggtaca gagccagcct 

ttcgccatgc tagcttattt catcacctgg 
Page 14 
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gtctcttttg 


tgcccctcct 


ggccaatgtg 


ggtgctatcc 


tagtctgtgc 


cctgggcatc 


gtgcttcttt 


ggctgccaaa 


gctcaacacc 


aaagcagcag 


atgagaacag 


tggcggtggt 


<210> 10 

<211> 2577 

<212> DNA 

<213> Rattus rattus 




<400> 10 
atgccgggtt 


tggctatctt 


gggcctcagt 


tcctctttgt 


gtctgtcaca 


gcaattcaag 


tttcccctgg 


gcacaactga 


ggaggccact 


ctatgtacca 


ggttctcgcc 


ccttggtttg 


gaggagatca 


acaatggatc 


tgccttgctc 


gacacatgct 


cagagccagt 


ggtcaccatg 


ggaagtcaaa 


gcattgctgc 


ctactgcaac 


gtcattggtc 


cccactcatc 


agagcttgcc 


ctcatgccac 


aggtcagcta 


tagtgccagc 


ccatccttct 


tccgcacagt 


gcccagtgac 


ttgcagaatt 


tcagctggaa 


ctgggtggct 


gaaggtctga 


gcatcttttc 


tggtctggcc 


ggcctggtgc 


cacaacatga 


cactagtggc 


cgccaagtga 


accaaagcaa 


agtacaggtg 


tactcccttt 


ttagctacag 


catccttcat 


gagtcctggc 


tgacctctga 


cctggtcatg 


gttcttgggt 


ttctgcagcg 


cggtgcccta 


cgccttgccc 


tagctgctga 


cccaacattc 


gaggagcgcg 


tgatggggcc 


acgctgttca 


tcatctgggc 


tgatgcagaa 


cctatcagct 


tatgcagctg 


tgtacagtgt 


ggctcaggcc 


cattgccaca 


catcagagcc 


tgttcaaccc 


agtttccgtg 


ctcgagactt 


gacactgcag 


tatgacctga 


agatgtgggt 


gtggcagagc 


ttcaacggca 


cccttcagct 


gcagcactcg 


gtctcccagt 


gctcccggca 


gtgcaaagat 


tcctgctgct 


atgactgtgt 


ggactgcaag 
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caggtggcct 


accagccagc 


tgtgcagatg 


ctggtcacct 


tccacctgcc 


caagtgctat 


caggagttct 


tcctgggaag 


gaatgccaag 


gaggcagctc 


agggacacaa 


tgaatga 


ctggctgctt 


tcctggagct 


tgggatgggg 


gcacaagggg 


actatatatt 


gggtggacta 


ctcaaccaga 


gaacacagcc 


caacggcatc 


ttcctggcca 


tggctatgaa 


gatggctgta 


cctgggctgc 


gactgggcta 


tgacctgttt 


aagcccagcc 


tcatgttcat 


ggccaaggtg 


tacacacagt 


accaaccccg 


tgtgctggct 


ctcattacag 


gcaagttctt 


cagcttcttc 


atggatcggc 


taagtgaccg 


ggaaacattt 


cgggtgcagc 


tgcaggccgt 


tgtgacactg 


gccttaggta 


gtgatgatga 


ctatggccgg 


aactcacgag 


gtatctgcat 


tgcacacgag 


caacaattgg 


gcaaggtggt 


ggatgtgcta 


gtggtgctgt 


ttgcatctgc 


ccgtgctgtc 


gacctctcac 


ccaaggtatg 


ggtggccagt 


acacttccca 


atattgcccg 


tgtgggcact 


ctgcctgaat 


tttcccatta 


tgtggagact 


tgtgcctccc 


tgaaagctga 


gttggatctg 


caatgtgact 


acatcatgct 


acagaacctg 


gggcagttgc 


accaccaaat 


atttgcaacc 


cttcacaaca 


ccctgcagtg 


caatgtctca 


tggcagctcc 


tggagaacat 


gtacaatatg 


tttgatgcca 


aagggagtgt 


agacatggaa 


cctacacctg 


tactacatac 


tgtaggcacc 


aaaatgtatt 


ggccaggcaa 


ccaggtgcca 


ggccaggtgc 


gcagagtaaa 


gggctttcat 


gcagggagct 


accggaagca 


tccagatgac 
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ttcacctgta 


ctccatgtgg 


caaggatcag 


tggtccccag 


aaaaaagcac 


aacctgctta 


1680 


cct cgcaggc 


ccaagttfcct 


qqcttqqqqq 


gagccagctg 


tgctgtcact 


tctcctgctg 


1740 


ctttgcctgg 


tgctgggcct 


gacactggct 


qccctqqqqc 


tctttgtcca 


ctactgggac 


1800 


agccctcfctg 


ttcaggcct c 


aggtgggtca 


ctgttctgct 


ttggcctgat 


ctgcctaggc 


1860 


cfcctfcctgcc 


tcagtgtcct 


tctgttccca 


ggacgaccac 


gctctgccag 


ctgccttgcc 


1920 


caacaarcaa 

\->* t— L 1-4 \— » *w d CI. 


+"crcrctcacct 

l— y y * **** Wt »w» V— ' u- 


ccctctcaca 


ggctgcctga 


gcacactctt 


cctgcaagca 


1980 


gccgagat ct 


ttgtggagtc 


tgagctgcca 


ctaacrttcraa 


caaactggct 


ctgcagctac 


2040 


ctt cggggcc 


cctgggcttg 


actaat crata 


ctgctggcca 


ctcttgtgga 


ggctgcacta 


2100 


tgtgcctggt 


acttgatggc 


tttccctcca 


qaqqfcqqtqa 


cagattggca 


ggtgctgccc 


2160 


acggaggtac 


tggaacactg 


ccgcatgcgt 


"tcctgggtca 


qcctqqqctt 


ggtgcacatc 


2220 


accaatgcag 


tgtfcagcttt 


cctctgcttt 


ctgggcactt 


tcctggtaca 


gagccagcct 


2280 


ggtcgctata 


accgtgcccg 


tggcctcacc 


ttcgccatgc 


tagcttattt 


catcatctgg 


2340 


gtctcttttg 


tgcccctcct 


ggctaatgtg 


caggtggcct 


accagccagc 


tgtgcagatg 


2400 


ggtgctatct 


tattctgtgc 


cctgggcatc 


ctggccacct 


tccacctgcc 


caaatgctat 


2460 


gtacttctgt 


ggctgccaga 


gctcaacacc 


caggagttct 


tcctgggaag 


gagccccaag 


2520 


gaagcatcag 


atgggaatag 


tggtagtagt 


gaggcaactc 


ggggacacag 


tgaatga 


2577 


<210> 11 

<211> 2559 

<212> DNA 

<213> Homo sapiens 












<400> 11 
atgctgggcc 


ctgctgtcct 


crcra c c t ca cr c 


ctctgggctc 


tcctgcaccc 


tqqgacqqqq 

zj zj ^ zj zJ z> zj 


60 


gccccattgt 


gcctgtcaca 


gcaactfcagg 


ataaacracraa 


actacgtgct 


qqqqqqqctq 


120 


ttccccctgg 


gcgaggccga 


ct cr a cr cr c t cr cr c 


ctccgcagcc 


ggacacggcc 


cagcagccct 


180 


gtgtgcacca 


ggttctcctc 


aaacggcctg 


ctctgggcac 


tggccatgaa 


aatggccgtg 


240 


gaggagatca 


acaacaagtc 


ggatctgctg 


cccgggctgc 


gcctgggcta 


cgacctcttt 


300 


gatacgtgct 


cggagcctgt 


ggtggccat g 


aagcccagcc 


tcatgttcct 


ggccaaggca 


360 


ggcagccgcg 


acatcgccgc 


ctactgcaac 


tacacgcagt 


accagccccg 


tgtgctggct 


420 


gtcatcgggc 


cccactcgtc 


agagctcgcc 


atggtcaccg 


gcaagttctt 


cagcttcttc 


480 


ctcatgcccc 


aggtcagcta 


cggtgctagc 


atggagctgc 


tgagcgcccg 


ggagaccttc 


540 


ccctccttct 


tccgcaccgt 


gcccagcgac 


cgtgtgcagc 


tgacggccgc 


cqcqqaqctq 


600 


ctgcaggagt 


tcggctggaa 


ct crcrcrtcrcrcc 
^^yyy u y y 


gccctgggca 


gcgacgacga 


qtacqqccqq 


660 


cagggcctga 


gcatcttctc 


ggccctggcc 


gcggcacgcg 


gcatctgcat 


cgcgcacgag 


720 


ggcctggtgc 


cgctgccccg 


tgccgatgac 


tcgcggctgg 


ggaaggtgca 


ggacgtcctg 


7 80 


caccaggtga 


accagagcag 


cgtgcaggtg 


gtgctgctgt 


tcgcctccgt 


gcacgccgcc 


840 


cacgccctct 


tcaactacag 


catcagcagc 


aggctctcgc 


ccaaggtgtg 


ggtggccagc 


900 


gaggcctggc 


tgacctctga 


cctggtcatg 


gggctgcccg 


gcatggccca 


gatgggcacg 


960 
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gtgcttggct 

cacctggccc 

ctggaggagg 

gtgagcgcag 

gcccaggccc 

gtgaagccct 

ccgctgcggt 

tggcagggct 

gagcgcctga 

cggcagtgcc 

tgtgtggact 

tgtggccagg 

ttcctggcat 

ggccttgtgc 

gcctcggggg 

gtcctcctgt 

cacctcccgc 

gagtcagaac 

gcctggctgg 

gtggccttcc 

cactgccgca 

gcctttctct 

gcccgtggcc 

ctcctggcca 

tgtgtcctgg 

ccagggctca 

aatgacggga 



tcctccagag 
tggccaccga 
acgtggtggg 
ggctaaatca 
tgcacaacac 
ggcagctcct 
tcgacagcag 
cagtgcccag 
agatccgctg 

aggagggcca 

gcgaggcggg 
atgagtggtc 
ggggcgagcc 
tggctgcttt 
ggcccctggc 
tccctggcca 
tcacgggctg 
tgcctctgag 
tggtgctgct 
cgccggaggt 
cacgctcctg 
gcttcctggg 
tcacctttgc 
atgtgcaggt 
gcatcctggc 
acacccccga 
acacaggaaa 



MON-0301.ST25.txt 
gggtgcccag ctgcacgagt tcccccagta cgtgaagacg 
cccggccttc tgctctgccc tgggcgagag ggagcagggt 
ccagcgctgc ccgcagtgtg actgcatcac gctgcagaac 
ccaccagacg ttctctgtct acgcagctgt gtatagcgtg 
tcttcagtgc aacgcctcag gctgccccgc gcaggacccc 
ggagaacatg tacaacctga ccttccacgt gggcgggctg 
cggaaacgtg gacatggagt acgacctgaa gctgtgggtg 
gctccacgac gtgggcaggt tcaacggcag cctcaggaca 
gcacacgtct gacaaccaga agcccgtgtc ccggtgctcg 
ggtgcgccgg gtcaaggggt tccactcctg ctgctacgac 
cagctaccgg caaaacccag acgacatcgc ctgcaccttt 
cccggagcga agcacacgct gcttccgccg caggtctcgg 
ggctgtgctg ctgctgctcc tgctgctgag cctggcgctg 
ggggctgttc gttcaccatc gggacagccc actggttcag 
ctgctttggc ctggtgtgcc tgggcctggt ctgcctcagc 
gcccagccct gcccgatgcc tggcccagca gcccttgtcc 
cctgagcaca ctcttcctgc aggcggccga gatcttcgtg 
ctgggcagac cggctgagtg gctgcctgcg ggggccctgg 
ggccatgctg gtggaggtcg cactgtgcac ctggtacctg 
ggtgacggac tggcacatgc tgcccacgga ggcgctggtg 
ggtcagcttc ggcctagcgc acgccaccaa tgccacgctg 
cactttcctg gtgcggagcc agccgggccg ctacaaccgt 
catgctggcc tacttcatca cctgggtctc ctttgtgccc 
ggtcctcagg cccgccgtgc agatgggcgc cctcctgctc 
tgccttccac ctgcccaggt gttacctgct catgcggcag 
gttcttcctg ggagggggcc ctggggatgc ccaaggccag 
tcaggggaaa catgagtga 



PCT/US2004/015136 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2559 



<210> 12 

<211> 852 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Leu Gly Pro Ala Val Leu Gly Leu Ser Leu Trp Ala Leu Leu His 
15 10 15 



Pro Gly Thr Gly Ala Pro Leu Cys Leu Ser Gin Gin Leu Arg Met Lys 
20 25 30 
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Gly Asp Tyr Val Leu Gly Gly Leu Phe Pro Leu Gly Glu Ala Glu Glu 
35 40 45 

Ala Gly Leu Arg Ser Arg Thr Arg Pro Ser Ser Pro Val Cys Thr Arg 
50 55 60 

Phe Ser Ser Asn Gly Leu Leu Trp Ala Leu Ala Met Lys Met Ala Val 
65 70 75 80 

Glu Glu lie Asn Asn Lys Ser Asp Leu Leu Pro Gly Leu Arg Leu Gly 
85 90 ~ 95 

Tyr Asp Leu Phe Asp Thr Cys Ser Glu Pro Val Val Ala Met Lys Pro 
100 . 105 110 

Ser Leu Met Phe Leu Ala Lys Ala Gly Ser Arg Asp lie Ala Ala Tyr 
115 120 " 125 

Cys Asn Tyr Thr Gin Tyr Gin Pro Arg Val Leu Ala Val lie Gly Pro 
130 135 140 

His Ser Ser Glu Leu Ala Met Val Thr Gly Lys Phe Phe Ser Phe Phe 
145 150 155 160 

Leu Met Pro Gin Val Ser Tyr Gly Ala Ser Met Glu Leu Leu Ser Ala 
165 170 175 

Arg Glu Thr Phe Pro Ser Phe Phe Arg Thr Val Pro Ser Asp Arg Val 
180 185 190 

Gin Leu Thr Ala Ala Ala Glu Leu Leu Gin Glu Phe Gly Trp Asn Trp 
195 200 205 

Val Ala Ala Leu Gly Ser Asp Asp Glu Tyr Gly Arg Gin Gly Leu Ser 
210 215 220 

lie Phe Ser Ala Leu Ala Ala Ala Arg Gly lie Cys lie Ala His Glu 
225 230 235 240 

Gly Leu Val Pro Leu Pro Arg Ala Asp Asp Ser Arg Leu Gly Lys Val 
245 250 255 

Gin Asp Val Leu His Gin Val Asn Gin Ser Ser Val Gin Val Val Leu 
260 265 270 

Leu Phe Ala Ser Val His Ala Ala His Ala Leu Phe Asn Tyr Ser lie 
275 280 285 

Ser Ser Arg Leu Ser Pro Lys Val Trp Val Ala Ser Glu Ala Trp Leu 
290 295 300 



Thr Ser Asp Leu Val Met Gly Leu Pro Gly Met Ala Gin Met Gly Thr 
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MON-0301.ST25.txt 
305 310 315 320 

Val Leu Gly Phe Leu Gin Arg Gly Ala Gin Leu His Glu Phe Pro Gin 
325 330 335 

Tyr Val Lys Thr His Leu Ala Leu Ala Thr Asp Pro Ala Phe Cys Ser 
340 345 350 

Ala Leu Gly Glu Arg Glu Gin Gly Leu Glu Glu Asp Val Val Gly Gin 
355 360 365 

Arg Cys Pro Gin Cys Asp Cys He Thr Leu Gin Asn Val Ser Ala Gly 
370 375 380 

Leu Asn His His Gin Thr Phe Ser Val Tyr Ala Ala Val Tyr Ser Val 
385 390 395 400 

Ala Gin Ala Leu His Asn Thr Leu Gin Cys Asn Ala Ser Gly Cys Pro 
405 410 415 

Ala Gin Asp Pro Val Lys Pro Trp Gin Leu Leu Glu Asn Met Tyr Asn 
420 425 430 

Leu Thr Phe His Val Gly Gly Leu Pro Leu Arg Phe Asp Ser Ser Gly 
' 435 440 445 

Asn Val Asp Met Glu Tyr Asp Leu Lys Leu Trp Val Trp Gin Gly Ser 
450 455 460 

Val Pro Arg Leu His Asp Val Gly Arg Phe Asn Gly Ser Leu Arg Thr 
465 470 475 480 

Glu Arg Leu Lys He Arg Trp His Thr Ser Asp Asn Gin Lys Pro Val 
485 490 495 

Ser Arg Cys Ser Arg Gin Cys Gin Glu Gly Gin Val Arg Arg Val Lys 
500 505 510 

Gly Phe His Ser Cys Cys Tyr Asp Cys Val Asp Cys Glu Ala Gly Ser 
515 520 525 

Tyr Arg Gin Asn Pro Asp Asp He Ala Cys Thr Phe Cys Gly Gin Asp 
530 535 540 

Glu Trp Ser Pro Glu Arg Ser Thr Arg Cys Phe Arg Arg Arg Ser Arg 
545 550 555 " 560 

Phe Leu Ala Trp Gly Glu Pro Ala Val Leu Leu Leu Leu Leu Leu Leu 
565 570 575 

Ser Leu Ala Leu Gly Leu Val Leu Ala Ala Leu Gly Leu Phe Val His 
580 585 * 590 
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His Arg Asp Ser Pro Leu Val Gin Ala Ser Gly Gly Pro Leu Ala Cys 
595 600 " 605 

Phe Gly Leu Val Cys Leu Gly Leu Val Cys Leu Ser Val Leu Leu Phe 
610 615 620 

Pro Gly Gin Pro Ser Pro Ala Arg Cys Leu Ala Gin Gin Pro Leu Ser 
625 630 635 640 

His Leu Pro Leu Thr Gly Cys Leu Ser Thr Leu Phe Leu Gin Ala Ala 
645 650 655 

Glu lie Phe Val Glu Ser Glu Leu Pro Leu Ser Trp Ala Asp Arg Leu 
660 665 670 

Ser Gly Cys Leu Arg Gly Pro Trp Ala Trp Leu Val Val Leu Leu Ala 
675 680 685 

Met Leu Val Glu Val Ala Leu Cys Thr Trp Tyr Leu Val Ala Phe Pro 
690 695 700 

Pro Glu Val Val Thr Asp Trp His Met Leu Pro Thr Glu Ala Leu Val 
705 710 715 720 

His Cys Arg Thr Arg Ser Trp Val Ser Phe Gly Leu Ala His Ala Thr 
725 730 735 

Asn Ala Thr Leu Ala Phe Leu Cys Phe Leu Gly Thr Phe Leu Val Arg 
740 745 750 

Ser Gin Pro Gly Arg Tyr Asn Arg Ala Arg Gly Leu Thr Phe Ala Met 
755 760 765 

Leu Ala Tyr Phe lie Thr Trp Val Ser Phe Val Pro Leu Leu Ala Asn 
770 775 780 

Val Gin Val Val Leu Arg Pro Ala Val Gin Met Gly Ala Leu Leu Leu 
785 790 795 800 

Cys Val Leu Gly lie Leu Ala Ala Phe His Leu Pro Arg Cys Tyr Leu 
805 810 " 815 

Leu Met Arg Gin Pro Gly Leu Asn Thr Pro Glu Phe Phe Leu Gly Gly 
820 825 830 

Gly Pro Gly Asp Ala Gin Gly Gin Asn Asp Gly Asn Thr Gly Asn Gin 
835 840 845 

Gly Lys His Glu 
850 

<210> 13 

Page 20 



WO 2005/005480 



PCT/US2004/015136 
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<211> 858 
<212> PRT 
<213> Mus mus cuius 

<400> 13 

Met Pro Ala Leu Ala He Met Gly Leu Ser Leu Ala Ala Phe Leu Glu 
15 10 15 

Leu Gly Met Gly Ala Ser Leu Cys Leu Ser Gin Gin Phe Lys Ala Gin 
20 25 30 

Gly Asp Tyr He Leu Gly Gly Leu Phe Pro Leu Gly Ser Thr Glu Glu 
35 ' 40 45 

Ala Thr Leu Asn Gin Arg Thr Gin Pro Asn Ser He Pro Cys Asn Arg 
50 55 60 

Phe Ser Pro Leu Gly Leu Phe Leu Ala Met Ala Met Lys Met Ala Val 
65 70 75 80 

Glu Glu He Asn Asn Gly Ser Ala Leu Leu Pro Gly Leu Arg Leu Gly 
85 90 95 

Tyr Asp Leu Phe Asp Thr Cys Ser Glu Pro Val Val Thr Met Lys Ser 
100 105 110 

Ser Leu Met Phe Leu Ala Lys Val Gly Ser Gin Ser He Ala Ala Tyr 
115 120 125 

Cys Asn Tyr Thr Gin Tyr Gin Pro Arg Val Leu Ala Val He Gly Pro 
130 135 140 

His Ser Ser Glu Leu Ala Leu He Thr Gly Lys Phe Phe Ser Phe Phe 
145 150 155 160 

Leu Met Pro Gin Val Ser Tyr Ser Ala Ser Met Asp Arg Leu Ser Asp 
165 170 175 

Arg Glu Thr Phe Pro Ser Phe Phe Arg Thr Val Pro Ser Asp Arg Val 
180 185 190 

Gin Leu Gin Ala Val Val Thr Leu Leu Gin Asn Phe Ser Trp Asn Trp 
195 200 205 

Val Ala Ala Leu Gly Ser Asp Asp Asp Tyr Gly Arg Glu Gly Leu Ser 
210 215 220 

He Phe Ser Ser Leu Ala Asn Ala Arg Gly He Cys He Ala His Glu 
225 230 235 240 

Gly Leu Val Pro Gin His Asp Thr Ser Gly Gin Gin Leu Gly Lys Val 
245 250 255 
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Leu Asp Val Leu Arg Gin Val Asn Gin Ser Lys Val Gin Val Val Val 
260 265 ' 270 

Leu Phe Ala Ser Ala Arg Ala Val Tyr Ser Leu Phe Ser Tyr Ser lie 
275 280 285 

His His Gly Leu Ser Pro Lys Val Trp Val Ala Ser Glu Ser Trp Leu 
290 295 300 

Thr Ser Asp Leu Val Met Thr Leu Pro Asn lie Ala Arg Val Gly Thr 
305 310 315 320 

Val Leu Gly Phe Leu Gin Arg Gly Ala Leu Leu Pro Glu Phe Ser His 
325 330 335 

Tyr Val Glu Thr His Leu Ala Leu Ala Ala Asp Pro Ala Phe Cys Ala 
340 345 350 

Ser Leu Asn Ala Glu Leu Asp Leu Glu Glu His Val Met Gly Gin Arg 
355 360 365 

Cys Pro Arg Cys Asp Asp lie Met Leu Gin Asn Leu Ser Ser Gly Leu 
370 375 380 

Leu Gin Asn Leu Ser Ala Gly Gin Leu His His Gin lie Phe Ala Thr 
385 390 395 400 

Tyr Ala Ala Val Tyr Ser Val Ala Gin Ala Leu His Asn Thr Leu Gin 
405 410 415 

Cys Asn Val Ser His Cys His Val Ser Glu His Val Leu Pro Trp Gin 
420 425 430 

Leu Leu Glu Asn Met Tyr Asn Met Ser Phe His Ala Arg Asp Leu Thr 
435 440 445 

Leu Gin Phe Asp Ala Glu Gly Asn Val Asp Met Glu Tyr Asp Leu Lys 
450 455 4 60 

Met Trp Val Trp Gin Ser Pro Thr Pro Val Leu His Thr Val Gly Thr 
465 470 475 480 

Phe Asn Gly Thr Leu Gin Leu Gin Gin Ser Lys Met Tyr Trp Pro Gly 
485 490 495 

Asn Gin Val Pro Val Ser Gin Cys Ser Arg Gin Cys Lys Asp Gly Gin 
500 505 510 

Val Arg Arg Val Lys Gly Phe His Ser Cys Cys Tyr Asp Cys Val Asp 
515 520 525 

Cys Lys Ala Gly Ser Tyr Arg Lys His Pro Asp Asp Phe Thr Cys Thr 
530 535 540 
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Pro Cys Asn Gin Asp Gin Trp Ser Pro Glu Lys Ser Thr Ala Cys Leu 
545 550 555 560 

Pro Arg Arg Pro Lys Phe Leu Ala Trp Gly Glu Pro Val Val Leu Ser 
565 570 575 

Leu Leu Leu Leu Leu Cys Leu Val Leu Gly Leu Ala Leu Ala Ala Leu 
580 585 590 

Gly Leu Ser Val His His Trp Asp Ser Pro Leu Val Gin Ala Ser Gly 
595 600 605 

Gly Ser Gin Phe Cys Phe Gly Leu He Cys Leu Gly Leu Phe Cys Leu 
610 615 620 

Ser Val Leu Leu Phe Pro Gly Arg Pro Ser Ser Ala Ser Cys Leu Ala 
625 630 635 " 640 

Gin Gin Pro Met Ala His Leu Pro Leu Thr Gly Cys Leu Ser Thr Leu 
645 650 " 655 

Phe Leu Gin Ala Ala Glu Thr Phe Val Glu Ser Glu Leu Pro Leu Ser 
660 665 670 

Trp Ala Asn Trp Leu Cys Ser Tyr Leu Arg Gly Leu Trp Ala Trp Leu 
675 680 685 

Val Val Leu Leu Ala Thr Phe Val Glu Ala Ala Leu Cys Ala Trp Tyr 
690 695 700 

Leu He Ala Phe Pro Pro Glu Val Val Thr Asp Trp Ser Val Leu Pro 
705 710 715 720 

Thr Glu Val Leu Glu His Cys His Val Arg Ser Trp Val Ser Leu Gly 
725 730 735 

Leu Val His He Thr Asn Ala Met Leu Ala Phe Leu Cys Phe Leu Gly 
740 7 45 750 

Thr Phe Leu Val Gin Ser Gin Pro Gly Arg Tyr Asn Arg Ala Arg Gly 
755 7 60 7 65 

Leu Thr Phe Ala Met Leu Ala Tyr Phe He Thr Trp Val Ser Phe Val 
770 775 780 

Pro Leu Leu Ala Asn Val Gin Val Ala Tyr Gin Pro Ala Val Gin Met 
785 790 795 800 

Gly Ala He Leu Val Cys Ala Leu Gly He Leu Val Thr Phe His Leu 
805 810 815 
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Pro Lys Cys Tyr Val Leu Leu Trp Leu Pro Lys Leu Asn Thr Gin Glu 
820 825 830 

Phe Phe Leu Gly Arg Asn Ala Lys Lys Ala Ala Asp Glu Asn Ser Gly 
835 840 845 

Gly Gly Glu Ala Ala Gin Gly His Asn Glu 
850 855 

<210> 14 
<211> 858 
<212> PRT 

<213> Rattus rattus 
<400> 14 

Met Pro Gly Leu Ala lie Leu Gly Leu Ser Leu Ala Ala Phe Leu Glu 
15 10 15 

Leu Gly Met Gly Ser Ser Leu Cys Leu Ser Gin Gin Phe Lys Ala Gin 
20 25 30 

Gly Asp Tyr lie Leu Gly Gly Leu Phe Pro Leu Gly Thr Thr Glu Glu 
35 40 45 

Ala Thr Leu Asn Gin Arg Thr Gin Pro Asn Gly lie Leu Cys Thr Arg 
50 55 60 

Phe Ser Pro Leu Gly Leu Phe Leu Ala Met Ala Met Lys Met Ala Val 
65 70 75 80 

Glu Glu lie Asn Asn Gly Ser Ala Leu Leu Pro Gly Leu Arg Leu Gly 
85 90 95 

Tyr Asp Leu Phe Asp Thr Cys Ser Glu Pro Val Val Thr Met Lys Pro 
100 105 110 

Ser Leu Met Phe Met Ala Lys Val Gly Ser Gin Ser lie Ala Ala Tyr 
115 120 125 

Cys Asn Tyr Thr Gin Tyr Gin Pro Arg Val Leu Ala Val lie Gly Pro 
130 "* 135 140 

His Ser Ser Glu Leu Ala Leu lie Thr Gly Lys Phe Phe Ser Phe Phe 
145 150 155 160 

Leu Met Pro Gin Val Ser Tyr Ser Ala Ser Met Asp Arg Leu Ser Asp 
165 170 175 

Arg Glu Thr Phe Pro Ser Phe Phe Arg Thr Val Pro Ser 1 Asp Arg Val 
180 185 190 

Gin Leu Gin Ala Val Val Thr Leu Leu Gin Asn Phe Ser Trp Asn Trp 
195 200 205 
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Val Ala Ala Leu Gly Ser Asp Asp Asp Tyr Gly Arg Glu Gly Leu Ser 
210 215 220 

lie Phe Ser Gly Leu Ala Asn Ser Arg Gly He Cys He Ala His Glu 
225 230 235 24 0 

Gly Leu Val Pro Gin His Asp Thr Ser Gly Gin Gin Leu Gly Lys Val 
245 250 255 

Val Asp Val Leu Arg Gin Val Asn Gin Ser Lys Val Gin Val Val Val 
260 265 270 

Leu Phe Ala Ser Ala Arg Ala Val Tyr Ser Leu Phe Ser Tyr Ser He 
275 280 285 

Leu His Asp Leu Ser Pro Lys Val Trp Val Ala Ser Glu Ser Trp Leu 
290 295 300 

Thr Ser Asp Leu Val Met Thr Leu Pro Asn He Ala Arg Val Gly Thr 
305 310 315 320 

Val Leu Gly Phe Leu Gin Arg Gly Ala Leu Leu Pro Glu Phe Ser His 
325 330 335 

Tyr Val Glu Thr Arg Leu Ala Leu Ala Ala Asp Pro Thr Phe Cys Ala 
340 345 350 

Ser Leu Lys Ala Glu Leu Asp Leu Glu Glu Arg Val Met Gly Pro Arg 
355 360 365 

Cys Ser Gin Cys Asp Tyr He Met Leu Gin Asn Leu Ser Ser Gly Leu 
370 375 380 

Met Gin Asn Leu Ser Ala Gly Gin Leu His His Gin He Phe Ala Thr 
385 390 395 400 

Tyr Ala Ala Val Tyr Ser Val Ala Gin Ala Leu His Asn Thr Leu Gin 
405 410 415 

Cys Asn Val Ser His Cys His Thr Ser Glu Pro Val Gin Pro Trp Gin 
420 425 430 

Leu Leu Glu Asn Met Tyr Asn Met Ser Phe Arg Ala Arg Asp Leu Thr 
435 440 445 

Leu Gin Phe Asp Ala Lys Gly Ser Val Asp Met Glu Tyr Asp Leu Lys 
450 455 460 

Met Trp Val Trp Gin Ser Pro Thr Pro Val Leu His Thr Val Gly Thr 
465 ~ 470 475 480 



Phe Asn Gly Thr Leu Gin Leu Gin His Ser Lys Met Tyr Trp Pro Gly 
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485 490 495 

Asn Gin Val Pro Val Ser Gin Cys Ser Arg Gin Cys Lys Asp Gly Gin 
500 505 510 

Val Arg Arg Val Lys Gly Phe His Ser Cys Cys Tyr Asp Cys Val Asp 
515 520 525 

Cys Lys Ala Gly Ser Tyr Arg Lys His Pro Asp Asp Phe Thr Cys Thr 
530 " 535 540 

Pro Cys Gly Lys Asp Gin Trp Ser Pro Glu Lys Ser Thr Thr Cys Leu 
545 550 555 560 

Pro Arg Arg Pro Lys Phe Leu Ala Trp Gly Glu Pro Ala Val Leu Ser 
565 570 575 

Leu Leu Leu Leu Leu Cys Leu Val Leu Gly Leu Thr Leu Ala Ala Leu 
580 ~ 585 590 

Gly Leu Phe Val His Tyr Trp Asp Ser Pro Leu Val Gin Ala Ser Gly 
595 600 605 

Gly Ser Leu Phe Cys Phe Gly Leu lie Cys Leu Gly Leu Phe Cys Leu 
610 615 620 

Ser Val Leu Leu Phe Pro Gly Arg Pro Arg Ser Ala Ser Cys Leu Ala 
625 630 635 640 

Gin Gin Pro Met Ala His Leu Pro Leu Thr Gly Cys Leu Ser Thr Leu 
645 650 655 

Phe Leu Gin Ala Ala Glu lie Phe Val Glu Ser Glu Leu Pro Leu Ser 
660 665 670 

Trp Ala Asn Trp Leu Cys Ser Tyr Leu Arg Gly Pro Trp Ala Trp Leu 
675 680 685 

Val Val Leu Leu Ala Thr Leu Val Glu Ala Ala Leu Cys Ala Trp Tyr 
690 695 700 

Leu Met Ala Phe Pro Pro Glu Val Val Thr Asp Trp Gin Val Leu Pro 
705 710 715 720 

Thr Glu Val Leu Glu His Cys Arg Met Arg Ser Trp Val Ser Leu Gly 
725 730 735 

Leu Val His He Thr Asn Ala Val Leu Ala Phe Leu Cys Phe Leu Gly 
740 745 750 

Thr Phe Leu Val Gin Ser Gin Pro Gly Arg Tyr Asn Arg Ala Arg Gly 
755 760 765 
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Leu Thr Phe Ala Met Leu Ala Tyr Phe lie lie Trp Val Ser Phe Val 
770 775 780 

Pro Leu Leu Ala Asn Val Gin Val Ala Tyr Gin Pro Ala Val Gin Met 
785 790 795 800 

Gly Ala lie Leu Phe Cys Ala Leu Gly lie Leu Ala Thr Phe His Leu 
805 810 815 

Pro Lys Cys Tyr Val Leu Leu Trp Leu Pro Glu Leu Asn Thr Gin Glu 
820 825 830 

Phe Phe Leu Gly Arg Ser Pro Lys Glu Ala Ser Asp Gly Asn Ser Gly 
835 840 845 

Ser Ser Glu Ala Thr Arg Gly His Ser Glu 
850 855 

<210> 15 

<211> 842 

<212> PRT 

<213> Mus mus cuius 

<400> 15 

Met Leu Phe Trp Ala Ala His Leu Leu Leu Ser Leu Gin Leu Ala Val 
15 10 15 

Ala Tyr Cys Trp Ala Phe Ser Cys Gin Arg Thr Glu Ser Ser Pro Gly 
20 25 30 

Phe Ser Leu Pro Gly Asp Phe Leu Leu Ala Gly Leu Phe Ser Leu His 
35 40 45 

Ala Asp Cys Leu Gin Val Arg His Arg Pro Leu Val Thr Ser Cys Asp 
50 55 60 

Arg Ser Asp Ser Phe Asn Gly His Gly Tyr His Leu Phe Gin Ala Met 
65 70 75 80 

Arg Phe Thr Val Glu Glu lie Asn Asn Ser Thr Ala Leu Leu Pro Asn 
85 ' 90 95 

He Thr Leu Gly Tyr Glu Leu Tyr Asp Val Cys Ser Glu Ser Ser Asn 
100 105 110 

Val Tyr Ala Thr Leu Arg Val Leu Ala Gin Gin Gly Thr Gly His Leu 
115 120 125 

Glu Met Gin Arg Asp Leu Arg Asn His Ser Ser Lys Val Val Ala Leu 
130 135 140 

He Gly Pro Asp Asn Thr Asp His Ala Val Thr Thr Ala Ala Leu Leu 
145 150 155 160 
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Ser Pro Phe Leu Met Pro Leu Val Ser Tyr Glu Ala Ser Ser Val lie 
165 170 175 

Leu Ser Gly Lys Arg Lys Phe Pro Ser Phe Leu Arg Thr lie Pro Ser 
180 185 190 

Asp Lys Tyr Gin Val Glu Val lie Val Arg Leu Leu Gin Ser Phe Gly 
195 200 205 

Trp Val Trp He Ser Leu Val Gly Ser Tyr Gly Asp Tyr Gly Gin Leu 
210 215 220 

Gly Val Gin Ala Leu Glu Glu Leu Ala Thr Pro Arg Gly He Cys Val 
225 230 235 240 

Ala Phe Lys Asp Val Val Pro Leu Ser Ala Gin Ala Gly Asp Pro Arg 
245 250 " 255 

Met Gin Arg Met Met Leu Arg Leu Ala Arg Ala Arg Thr Thr Val Val 
260 265 270 

Val Val Phe Ser Asn Arg His Leu Ala Gly Val Phe Phe Arg Ser Val 
275 280 285 

Val Leu Ala Asn Leu Thr Gly Lys Val Trp He Ala Ser Glu Asp Trp 
290 295 300 

Ala He Ser Thr Tyr He Thr Asn Val Pro Gly He Gin Gly He Gly 
305 310 315 ' 320 

Thr Val Leu Gly Val Ala He Gin Gin Arg Gin Val Pro Gly Leu Lys 
325 330 335 

Glu Phe Glu Glu Ser Tyr Val Gin Ala Val Met Gly Ala Pro Arg Thr 
340 345 350 

Cys Pro Glu Gly Ser Trp Cys Gly Thr Asn Gin Leu Cys Arg Glu Cys 
355 360 365 

His Ala Phe Thr Thr Trp Asn Met Pro Glu Leu Gly Ala Phe Ser Met 
370 375 380 

Ser Ala Ala Tyr Asn Val Tyr Glu Ala Val Tyr Ala Val Ala His Gly 
385 390 395 400 

Leu His Gin Leu Leu Gly Cys Thr Ser Gly Thr Cys Ala Arg Gly Pro 
405 410 415 

Val Tyr Pro Trp Gin Leu Leu Gin Gin He Tyr Lys Val Asn Phe Leu 
420 425 ^ ~ 430 
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Leu His Lys Lys Thr Val Ala Phe Asp Asp Lys Gly Asp Pro Leu Gly 
435 440 445 

Tyr Tyr Asp He He Ala Trp Asp Trp Asn Gly Pro Glu Trp Thr Phe 
450 455 460 

Glu Val He Gly Ser Ala Ser Leu Ser Pro Val His Leu Asp He Asn 
465 470 475 480 

Lys Thr Lys He Gin Trp His Gly Lys Asn Asn Gin Val Pro Val Ser 
485 490 495 

Val Cys Thr Arg Asp Cys Leu Glu Gly His His Arg Leu Val Met Gly 
500 505 510 

Ser His His Cys Cys Phe Glu Cys Met Pro Cys Glu Ala Gly Thr Phe 
515 520 ^ 525 

Leu Asn Thr Ser Glu Leu His Thr Cys Gin Pro Cys Gly Thr Glu Glu 
530 535 540 

Trp Ala Pro Glu Gly Ser Ser Ala Cys Phe Ser Arg Thr Val Glu Phe 
545 550 555 560 

Leu Gly Trp His Glu Pro He Ser Leu Val Leu Leu Ala Ala Asn Thr 
565 570 575 

Leu Leu Leu Leu Leu Leu He Gly Thr Ala Gly Leu Phe Ala Trp Arg 
580 585 "* 590 

Leu His Thr Pro Val Val Arg Ser Ala Gly Gly Arg Leu Cys Phe Leu 
595 600 " "* 605 

Met Leu Gly Ser Leu Val Ala Gly Ser Cys Ser Leu Tyr Ser Phe Phe 
610 615 620 

Gly Lys Pro Thr Val Pro Ala Cys Leu Leu Arg Gin Pro Leu Phe Ser 
625 630 635 640 

Leu Gly Phe Ala He Phe Leu Ser Cys Leu Thr lie Arg Ser Phe Gin 
645 650 655 

Leu Val lie He Phe Lys Phe Ser Thr Lys Val Pro Thr Phe Tyr His 
660 665 670 

Thr Trp Ala Gin Asn His Gly Ala Gly He Phe Val He Val Ser Ser 
675 680 685 

Thr Val His Leu Phe Leu Cys Leu Thr Trp Leu Ala Met Trp Thr Pro 
690 695 700 

Arg Pro Thr Arg Glu Tyr Gin Arg Phe Pro His Leu Val He Leu Glu 
705 710 715 720 
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Cys Thr Glu Val Asn Ser Val Gly Phe Leu Val Ala Phe Ala His Asn 
725 730 735 

lie Leu Leu Ser lie Ser Thr Phe Val Cys Ser Tyr Leu Gly Lys Glu 
740 745 750 

Leu Pro Glu Asn Tyr Asn Glu Ala Lys Cys Val Thr Phe Ser Leu Leu 
755 760 j7 65 

Leu His Phe Val Ser Trp lie Ala Phe Phe Thr Met Ser Ser lie Tyr 
770 775 780 

Gin Gly Ser Tyr Leu Pro Ala Val Asn Val Leu Ala Gly Leu Ala Thr 
785 790 795 800 

Leu Ser Gly Gly Phe Ser Gly Tyr Phe Leu Pro Lys Cys Tyr Val He 
805 810 815 

Leu Cys Arg Pro Glu Leu Asn Asn Thr Glu His Phe Gin Ala Ser He 
820 825 830 

Gin Asp Tyr Thr Arg Arg Cys Gly Thr Thr 
835 840 

<210> 16 
<211> 840 
<212> PRT 

<213> Rattus rattus 
<400> 16 

Met Leu Phe Trp Ala Ala His Leu Leu Leu Ser Leu Gin Leu Val Tyr 
15 10 15 

Cys Trp Ala Phe Ser Cys Gin Arg Thr Glu Ser Ser Pro Gly Phe Ser 
20 25 30 

Leu Pro Gly Asp Phe Leu Leu Ala Gly Leu Phe Ser Leu His Gly Asp 
35 40 45 

Cys Leu Gin Val Arg His Arg Pro Leu Val Thr Ser Cys Asp Arg Pro 
50 55 60 

Asp Ser Phe Asn Gly His Gly Tyr His Leu Phe Gin Ala Met Arg Phe 
65 70 75 80 

Thr Val Glu Glu He Asn Asn Ser Ser Ala Leu Leu Pro Asn lie Thr 
85 90 95 

Leu Gly Tyr Glu Leu Tyr Asp Val Cys Ser Glu Ser Ala Asn Val Tyr 
100 ~ 105 110 



Ala Thr Leu Arg Val Leu Ala Leu Gin Gly Pro Arg His He Glu He 
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115 120 125 

Gin Lys Asp Leu Arg Asn His Ser Ser Lys Val Val Ala Phe lie Gly 
130 135 140 

Pro Asp Asn Thr Asp His Ala Val Thr Thr Ala Ala Leu Leu Gly Pro 
145 150 155 160 

Phe Leu Met Pro Leu Val Ser Tyr Glu Ala Ser Ser Val Val Leu Ser 
165 170 175 

Ala Lys Arg Lys Phe Pro Ser Phe Leu Arg Thr Val Pro Ser Asp Arg 
180 185 190 

His Gin Val Glu Val Met Val Gin Leu Leu Gin Ser Phe Gly- Trp Val 
195 200 205 



Trp lie Ser Leu He Gly Ser Tyr Gly Asp Tyr Gly Gin Leu Gly Val 
210 215 " 220 



Gin Ala Leu Glu Glu Leu Ala Val Pro Arg Gly He Cys Val Ala Phe 
225 230 235 ~ 240 

Lys Asp He Val Pro Phe Ser Ala Arg Val Gly Asp Pro Arg Met Gin 
245 250 255 

Ser Met Met Gin His Leu Ala Gin Ala Arg Thr Thr Val Val Val Val 
260 265 270 



Phe Ser Asn Arg His Leu Ala Arg Val Phe Phe Arg Ser Val Val Leu 
275 280 285 

Ala Asn Leu Thr Gly Lys Val Trp Val Ala Ser Glu Asp Trp Ala He 
290 295 300 

Ser Thr Tyr He Thr Ser Val Thr Gly lie Gin Gly He Gly Thr Val 
305 310 315 ' 320 



Leu Gly Val Ala Val Gin Gin Arg Gin Val Pro Gly Leu Lys Glu Phe 
325 330 335 

Glu Glu Ser Tyr Val Arg Ala Val Thr Ala Ala Pro Ser Ala Cys Pro 
340 345 350 



Glu Gly Ser Trp Cys Ser Thr Asn Gin Leu Cys Arg Glu Cys His Thr 
355 360 365 



Phe Thr Thr Arg Asn Met Pro Thr Leu Gly Ala Phe Ser Met Ser Ala 
370 375 380 

Ala Tyr Arg Val Tyr Glu Ala Val Tyr Ala Val Ala His Gly Leu His 
385 1 390 395 400 
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Gin Leu Leu Gly Cys Thr Ser Glu He Cys Ser Arg Gly Pro Val Tyr 
405 410 415 

Pro Trp Gin Leu Leu Gin Gin He Tyr Lys Val Asn Phe Leu Leu His 
420 425 430 

Glu Asn Thr Val Ala Phe Asp Asp Asn Gly Asp Thr Leu Gly Tyr Tyr 
435 440 ~ 445 

Asp He He Ala Trp Asp Trp Asn Gly Pro Glu Trp Thr Phe Glu He 
450 455 460 

He Gly Ser Ala Ser Leu Ser Pro Val His Leu Asp He Asn Lys Thr 
465 470 475 480 

Lys He Gin Trp His Gly Lys Asn Asn Gin Val Pro Val Ser Val Cys 
485 490 495 

Thr Thr Asp Cys Leu Ala Gly His His Arg Val Val Val Gly Ser His 
500 • 505 510 

His Cys Cys Phe Glu Cys Val Pro Cys Glu Ala Gly Thr Phe Leu Asn 
515 520 525 

Met Ser Glu Leu His He Cys Gin Pro Cys Gly Thr Glu Glu Trp Ala 
530 535 540 

Pro Lys Glu Ser Thr Thr Cys Phe Pro Arg Thr Val Glu Phe Leu Ala 
54 5 550 555 560 

Trp His Glu Pro He Ser Leu Val Leu He Ala Ala Asn Thr Leu Leu 
565 570 575 

Leu Leu Leu Leu Val Gly Thr Ala Gly Leu Phe Ala Trp His Phe His 
580 585 590 

Thr Pro Val Val Arg Ser Ala Gly Gly Arg Leu Cys Phe Leu Met Leu 
595 600 605 

Gly Ser Leu Val Ala Gly Ser Cys Ser Phe Tyr Ser Phe Phe Gly Glu 
610 615 • 620 

Pro Thr Val Pro Ala Cys Leu Leu Arg Gin Pro Leu Phe Ser Leu Gly 
625 630 635 640 

Phe Ala He Phe Leu Ser Cys Leu Thr He Arg Ser Phe Gin Leu Val 
645 650 655 

He He Phe Lys Phe Ser Thr Lys Val Pro Thr Phe Tyr Arg Thr Trp 
660 665 670 



Ala Gin Asn His Gly Ala Gly Leu Phe Val lie Val Ser Ser Thr Val 

Page 32 



WO 2005/005480 PCT/US2004/015136 

MON-0301.ST25.txt 
675 680 685 
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Leu Gly Val Glu Glu He Asn Asn Ser Thr Ala Leu Leu Pro Asn He 
85 90 95 

Thr Leu Gly Tyr Gin Leu Tyr Asp Val Cys Ser Asp Ser Ala Asn Val 
100 105 110 

Tyr Ala Thr Leu Arg Val Leu Ser Leu Pro Gly Gin His His He Glu 
115 " 120 125 

Leu Gin Gly Asp Leu Leu His Tyr Ser Pro Thr Val Leu Ala Val lie 
130 ~ 135 140 

Gly Pro Asp Ser Thr Asn Arg Ala Ala Thr Thr Ala Ala Leu Leu Ser 
145 150 155 160 

Pro Phe Leu Val Pro Met He Ser Tyr Ala Ala Ser Ser Glu Thr Leu 
165 170 175 

Ser Val Lys Arg Gin Tyr Pro Ser Phe Leu Arg Thr He Pro Asn Asp 
180 185 190 

Lys Tyr Gin Val Glu Thr Met Val Leu Leu Leu Gin Lys Phe Gly Trp 
195 200 205 

Thr Trp He Ser Leu Val Gly Ser Ser Asp Asp Tyr Gly Gin Leu Gly 
210 215 220 

Val Gin Ala Leu Glu Asn Gin Ala Thr Gly Gin Gly He Cys He Ala 
225 230 235 240 

Phe Lys Asp He Met Pro Phe Ser Ala Gin Val Gly Asp Glu Arg Met 
245 250 255 

Gin Cys Leu Met Arg His Leu Ala Gin Ala Gly Ala Thr Val Val Val 
260 265 270 

Val Phe Ser Ser Arg Gin Leu Ala Arg Val Phe Phe Glu Ser Val Val 
275 280 285 

Leu Thr Asn Leu Thr Gly Lys Val Trp Val Ala Ser Glu Ala Trp Ala 
290 295 300 

Leu Ser Arg His He Thr Gly Val Pro Gly He Gin Arg He Gly Met 
305 310 315 320 

Val Leu Gly Val Ala He Gin Lys Arg Ala Val Pro Gly Leu Lys Ala 
325 330 335 

Phe Glu Glu Ala Tyr Ala Arg Ala Asp Lys Lys Ala Pro Arg Pro Cys 
340 345 350 

His Lys Gly Ser Trp Cys Ser Ser Asn Gin Leu Cys Arg Glu Cys Gin 
355 360 365 
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Ala Phe Met Ala His Thr Met Pro Lys Leu Lys Ala Phe Ser Met Ser 
370 375 380 

Ser Ala Tyr Asn Ala Tyr Arg Ala Val Tyr Ala Val Ala His Gly Leu 
385 390 395 400 

His Gin Leu Leu Gly Cys Ala Ser Gly Ala Cys Ser Arg Gly Arg Val 
405 410 415 

Tyr Pro Trp Gin Leu Leu Glu Gin lie His Lys Val His Phe Leu Leu 
420 425 430 

His Lys Asp Thr Val Ala Phe Asn Asp Asn Arg Asp Pro Leu Ser Ser 
435 440 445 

Tyr Asn lie He Ala Trp Asp Trp Asn Gly Pro Lys Trp Thr Phe Thr 
450 455 460 

Val Leu Gly Ser Ser Thr Trp Ser Pro Val Gin Leu Asn He Asn Glu 
465 " 470 475 480 

Thr Lys He Gin Trp His Gly Lys Asp Asn Gin Val Pro Lys Ser Val 
485 490 495 

Cys Ser Ser Asp Cys Leu Glu Gly His Gin Arg Val Val Thr Gly Phe 
500 505 510 

His His Cys Cys Phe Glu Cys Val Pro Cys Gly Ala Gly Thr Phe Leu 
515 520 525 

Asn Lys Ser Asp Leu Tyr Arg Cys Gin Pro Cys Gly Lys Glu Glu Trp 
530 535 540 

Ala Pro Glu Gly Ser Gin Thr Cys Phe Pro Arg Thr Val Val Phe Leu 
545 550 555 560 

Ala Leu Arg Glu His Thr Ser Trp Val Leu Leu Ala Ala Asn Thr Leu 
565 570 575 

Leu Leu Leu Leu Leu Leu Gly Thr Ala Gly Leu Phe Ala Trp His Leu 
580 585 590 

Asp Thr Pro Val Val Arg Ser Ala Gly Gly Arg Leu Cys Phe Leu Met 
595 ~ 600 605 

Leu Gly Ser Leu Ala Ala Gly Ser Gly Ser Leu Tyr Gly Phe Phe Gly 
610 615 620 

Glu Pro Thr Arg Pro Ala Cys Leu Leu Arg Gin Ala Leu Phe Ala Leu 
625 630 635 640 



Page 35 



WO 2005/005480 



PCT/US2004/015136 



MON-0301.ST25.txt 

Gly Phe Thr lie Phe Leu Ser Cys Leu Thr Val Arg Ser Phe Gin Leu 

645 650 655 

lie He He Phe Lys Phe Ser Thr Lys Val Pro Thr Phe Tyr His Ala 

660 665 670 

Trp Val Gin Asn His Gly Ala Gly Leu Phe Val Met He Ser Ser Ala 

67 5 680 685 

Ala Gin Leu Leu He Cys Leu Thr Trp Leu Val Val Trp Thr Pro Leu 

690 695 700 

Pro Ala Arg Glu Tyr Gin Arg Phe Pro His Leu Val Met Leu Glu Cys 

705 710 715 720 

Thr Glu Thr Asn Ser Leu Gly Phe He Leu Ala Phe Leu Tyr Asn Gly 

725 730 735 



Leu Leu Ser He Ser Ala Phe Ala Cys Ser Tyr Leu Gly Lys Asp Leu 
740 745 750 

Pro Glu Asn Tyr Asn Glu Ala Lys Cys Val Thr Phe Ser Leu Leu Phe 
755 760 765 

Asn Phe Val Ser Trp He Ala Phe Phe Thr Thr Ala Ser Val Tyr Asp 
770 775 780 

Gly Lys Tyr Leu Pro Ala Ala Asn Met Met Ala Gly Leu Ser Ser Leu 
785 790 795 800 

Ser Ser Gly Phe Gly Gly Tyr Phe Leu Pro Lys Cys Tyr Val He Leu 
805 810 815 

Cys Arg Pro Asp Leu Asn Ser Thr Glu His Phe Gin Ala Ser He Gin 
820 825 830 



Asp Tyr Thr Arg Arg Cys Gly Ser Thr 
835 840 



<210> 18 

<211> 843 

<212> PRT 

<213> Mus mus cuius 

<400> 18 

Met Gly Pro Gin Ala Arg Thr Leu His Leu Leu Phe Leu Leu Leu His 
1 5 10 15 

Ala Leu Pro Lys Pro Val Met Leu Val Gly Asn Ser Asp Phe His Leu 
20 25 30 

Ala Gly Asp Tyr Leu Leu Gly Gly Leu Phe Thr Leu His Ala Asn Val 
35 " 40 45 



Page 36 



WO 2005/005480 PCT/US2004/015136 

MON-0301.ST25.txt 

Lys Ser Val Ser His Leu Ser Tyr Leu Gin Val Pro Lys Cys Asn Glu 
50 55 60 

Tyr Asn Met Lys Val Leu Gly Tyr Asn Leu Met Gin Ala Met Arg Phe 
65 70 75 80 

Ala Val Glu Glu lie Asn Asn Cys Ser Ser Leu Leu Pro Gly Val Leu 
85 90 95 

Leu Gly Tyr Glu Met Val Asp Val Cys Tyr Leu Ser Asn Asn He Gin 
100 105 110 

Pro Gly Leu Tyr Phe Leu Ser Gin lie Asp Asp Phe Leu Pro He Leu 
115 120 125 

Lys Asp Tyr Ser Gin Tyr Arg Pro Gin Val Val Ala Val He Gly Pro 
130 135 140 

Asp Asn Ser Glu Ser Ala lie Thr Val Ser Asn He Leu Ser Tyr Phe 
145 150 . 155 160 

Leu Val Pro Gin Val Thr Tyr Ser Ala He Thr Asp Lys Leu Arg Asp 
165 170 " 175 

Lys Arg Arg Phe Pro Ala Met Leu Arg Thr Val Pro Ser Ala Thr His 
180 185 190 

His He Glu Ala Met Val Gin Leu Met Val His Phe Gin Trp Asn Trp 
195 200 205 

He Val Val Leu Val Ser Asp Asp Asp Tyr Gly Arg Glu Asn Ser His 
210 215 220 

Leu Leu Ser Gin Arg Leu Thr Asn Thr Gly Asp He Cys He Ala Phe 
225 230 235 ~ 240 

Gin Glu Val Leu Pro Val Pro Glu Pro Asn Gin Ala Val Arg Pro Glu 
245 250 255 

Glu Gin Asp Gin Leu Asp Asn He Leu Asp Lys Leu Arg Arg Thr Ser 
260 265 270 

Ala Arg Val Val Val He Phe Ser Pro Glu Leu Ser Leu His Asn Phe 
275 280 285 

Phe Arg Glu Val Leu Arg Trp Asn Phe Thr Gly Phe Val Trp He Ala 
290 295 300 

Ser Glu Ser Trp Ala He Asp Pro Val Leu His Asn Leu Thr Glu Leu 
305 310 315 320 



Arg His Thr Gly Thr Phe Leu Gly Val Thr He Gin Arg Val Ser He 
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325 330 335 

Pro Gly Phe Ser Gin Phe Arg Val Arg His Asp Lys Pro Glu Tyr Pro 
340 345 350 

Met Pro Asn Glu Thr Ser Leu Arg Thr Thr Cys Asn Gin Asp Cys Asp 
355 360 365 

Ala Cys Met Asn lie Thr Glu Ser Phe Asn Asn Val Leu Met Leu Ser 
370 375 380 

Gly Glu Arg Val Val Tyr Ser Val Tyr Ser Ala Val Tyr Ala Val Ala 
385 390 395 400 

His Thr Leu His Arg Leu Leu His Cys Asn Gin Val Arg Cys Thr Lys 
405 410 415 

Gin lie Val Tyr Pro Trp Gin Leu Leu Arg Glu lie Trp His Val Asn 
420 425 430 

Phe Thr Leu Leu Gly Asn Gin Leu Phe Phe Asp Glu Gin Gly Asp Met 
435 440 445 

Pro Met Leu Leu Asp lie lie Gin Trp Gin Trp Gly Leu Ser Gin Asn 
450 455 460 

Pro Phe Gin Ser lie Ala Ser Tyr Ser Pro Thr Glu Thr Arg Leu Thr 
465 470 475 480 

Tyr He Ser Asn Val Ser Trp Tyr Thr Pro Asn Asn Thr Val Pro He 
485 490 495 

Ser Met Cys Ser Lys Ser Cys Gin Pro Gly Gin Met Lys Lys Pro lie 
500 505 510 



Gly Leu His Pro Cys Cys Phe Glu Cys Val Asp Cys Pro Pro Gly Thr 

515 520 525 

Tyr Leu Asn Arg Ser Val Asp Glu Phe Asn Cys Leu Ser Cys Pro Gly 

530 535 540 



Ser Met Trp Ser Tyr Lys Asn Asn He Ala Cys Phe Lys Arg Arg Leu 
545 550 555 560 



Ala Phe Leu Glu Trp His Glu Val Pro Thr He Val Val Thr He Leu 
565 570 575 



Ala Ala Leu Gly Phe He Ser Thr Leu Ala He Leu Leu He Phe Trp 
580 585 590 



Arg His Phe Gin Thr Pro Met Val Arg Ser Ala Gly Gly Pro Met Cys 
595 600 605 
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Phe Leu Met Leu Val Pro Leu Leu Leu Ala Phe Gly Met Val Pro Val 
610 615 620 

Tyr Val Gly Pro Pro Thr Val Phe Ser Cys Phe Cys Arg Gin Ala Phe 
625 *" 630 635 640 

Phe Thr Val Cys Phe Ser Val Cys Leu Ser Cys lie Thr Val Arg Ser 
645 650 655 

Phe Gin lie Val Cys Val Phe Lys Met Ala Arg Arg Leu Pro Ser Ala 
660 665 670 

Tyr Gly Phe Trp Met Arg Tyr His Gly Pro Tyr Val Phe Val Ala Phe 
67 5 " 680 685 

He Thr Ala Val Lys Val Ala Leu Val Ala Gly Asn Met Leu Ala Thr 
690 695 700 

Thr He Asn Pro lie Gly Arg Thr Asp Pro Asp Asp Pro Asn lie He 
705 710 715 720 

He Leu Ser Cys His Pro Asn Tyr Arg Asn Gly Leu Leu Phe Asn Thr 
725 730 735 

Ser Met Asp Leu Leu Leu Ser Val Leu Gly Phe Ser Phe Ala Tyr Val 
740 745 750 

Gly Lys Glu Leu Pro Thr Asn Tyr Asn Glu Ala Lys Phe He Thr Leu 
755 760 765 

Ser Met Thr Phe Ser Phe Thr Ser Ser lie Ser Leu Cys Thr Phe Met 
770 775 780 

Ser Val His Asp Gly Val Leu Val Thr He Met Asp Leu Leu Val Thr 
785 790 795 800 

Val Leu Asn Phe Leu Ala He Gly Leu Gly Tyr Phe Gly Pro Lys Cys 
805 810 815 

Tyr Met He Leu Phe Tyr Pro Glu Arg Asn Thr Ser Ala Tyr Phe Asn 
820 ~ 825 830 

Ser Met He Gin Gly Tyr Thr Met Arg Lys Ser 
835 840 

<210> 19 
<211> 843 
<212> PRT 

<213> Rattus rattus 
<400> 19 

Met Gly Pro Gin Ala Arg Thr Leu Cys Leu Leu Ser Leu Leu Leu His 
15 10 15 
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Val Leu Pro Lys Pro Gly Lys Leu Val Glu Asn Ser Asp Phe His Leu 
20 25 " 30 

Ala Gly Asp Tyr Leu Leu Gly Gly Leu Phe Thr Leu His Ala Asn Val 
35 40 45 

Lys Ser lie Ser His Leu Ser Tyr Leu Gin Val Pro Lys Cys Asn Glu 
50 55 60 

Phe Thr Met Lys Val Leu Gly Tyr Asn Leu Met Gin Ala Met Arg Phe 
65 70 75 80 

Ala Val Glu Glu He Asn Asn Cys Ser Ser Leu Leu Pro Gly Val Leu 
85 90 ~ 95 

Leu Gly Tyr Glu Met Val Asp Val Cys Tyr Leu Ser Asn Asn He His 
100 105 110 

Pro Gly Leu Tyr Phe Leu Ala Gin Asp Asp Asp Leu Leu Pro He Leu 
115 120 125 

Lys Asp Tyr Ser Gin Tyr Met Pro His Val Val Ala Val He Gly Pro 
130 135 140 

Asp Asn Ser Glu Ser Ala He Thr Val Ser Asn He Leu Ser His Phe 
145 150 155 160 

Leu He Pro Gin He Thr Tyr Ser Ala He Ser Asp Lys Leu Arg Asp 
165 170 175 

Lys Arg His Phe Pro Ser Met Leu Arg Thr Val Pro Ser Ala Thr His 
180 185 190 

His He Glu Ala Met Val Gin Leu Met Val His Phe Gin Trp Asn Trp 
195 200 205 

He Val Val Leu Val Ser Asp Asp Asp Tyr Gly Arg Glu Asn Ser His 
210 215 220 

Leu Leu Ser Gin Arg Leu Thr Lys Thr Ser Asp He Cys He Ala Phe 
225 230 235 240 

Gin Glu Val Leu Pro He Pro Glu Ser Ser Gin Val Met Arg Ser Glu 
245 250 255 

Glu Gin Arg Gin Leu Asp Asn He Leu Asp Lys Leu Arg Arg Thr Ser 
260 265 270 

Ala Arg Val Val Val Val Phe Ser Pro Glu Leu Ser Leu Tyr Ser Phe 
275 280 285 
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Phe His Glu Val Leu Arg Trp Asn Phe Thr Gly Phe Val Trp He Ala 
290 295 300 

Ser Glu Ser Trp Ala He Asp Pro Val Leu His Asn Leu Thr Glu Leu 
305 310 315 320 

Arg His Thr Gly Thr Phe Leu Gly Val Thr He Gin Arg Val Ser He 
325 330 335 

Pro Gly Phe Ser Gin Phe Arg Val Arg Arg Asp Lys Pro Gly Tyr Pro 
340 345 " 350 

Val Pro Asn Thr Thr Asn Leu Arg Thr Thr Cys Asn Gin Asp Cys Asp 
355 360 365 

Ala Cys Leu Asn Thr Thr Lys Ser Phe Asn Asn He Leu lie Leu Ser 
370 375 380 

Gly Glu Arg Val Val Tyr Ser Val Tyr Ser Ala Val Tyr Ala Val Ala 
385 390 395 400 

His Ala Leu His Arg Leu Leu Gly Cys Asn Arg Val Arg Cys Thr Lys 
405 410 415 

Gin Lys Val Tyr Pro Trp Gin Leu Leu Arg Glu He Trp His Val Asn 
420 . 425 430 

Phe Thr Leu Leu Gly Asn Arg Leu Phe Phe Asp Gin Gin Gly Asp Met 
435 440 445 

Pro Met Leu Leu Asp He He Gin Trp Gin Trp Asp Leu Ser Gin Asn 
450 455 460 

Pro Phe Gin Ser He Ala Ser Tyr Ser Pro Thr Ser Lys Arg Leu Thr 
465 470 475 480 

Tyr He Asn Asn Val Ser Trp Tyr Thr Pro Asn Asn Thr Val Pro Val 
485 490 495 

Ser Met Cys Ser Lys Ser Cys Gin Pro Gly Gin Met Lys Lys Ser Val 
500 505 510 

Gly Leu His Pro Cys Cys Phe Glu Cys Leu Asp Cys Met Pro Gly Thr 
515 520 525 

Tyr Leu Asn Arg Ser Ala Asp Glu Phe Asn Cys Leu Ser Cys Pro Gly 
530 535 540 

Ser Met Trp Ser Tyr Lys Asn Asp He Thr Cys Phe Gin Arg Arg Pro 
545 550 555 560 

Thr Phe Leu Glu Trp His Glu Val Pro Thr He Val Val Ala He Leu 
565 570 575 
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Ala Ala Leu Gly Phe Phe Ser Thr Leu Ala lie Leu Phe lie Phe Trp 
580 585 590 

Arg His Phe Gin Thr Pro Met Val Arg Ser Ala Gly Gly Pro Met Cys 
595 600 605 

Phe Leu Met Leu Val Pro Leu Leu Leu Ala Phe Gly Met Val Pro Val 
610 615 620 

Tyr Val Gly Pro Pro Thr Val Phe Ser Cys Phe Cys Arg Gin Ala Phe 
^25 630 635 640 

Phe Thr Val Cys Phe Ser lie Cys Leu Ser Cys lie Thr Val Arg Ser 
645 650 655 

Phe Gin lie Val Cys Val Phe Lys Met Ala Arg Arg Leu Pro Ser Ala 
660 665 670 

Tyr Ser Phe Trp Met Arg Tyr His Gly Pro Tyr Val Phe Val Ala Phe 
675 680 685 

lie Thr Ala lie Lys Val Ala Leu Val Val Gly Asn Met Leu Ala Thr 
690 695 700 

Thr He Asn Pro He Gly Arg Thr Asp Pro Asp Asp Pro Asn He Met 
705 710 715 720 

He Leu Ser Cys His Pro Asn Tyr Arg Asn Gly Leu Leu Phe Asn Thr 
725 730 735 

Ser Met Asp Leu Leu Leu Ser Val Leu Gly Phe Ser Phe Ala Tyr Met 
740 745 ~ 750 

Gly Lys Glu Leu Pro Thr Asn Tyr Asn Glu Ala Lys Phe He Thr Leu 
755 760 765 

Ser Met Thr Phe Ser Phe Thr Ser Ser He Ser Leu Cys Thr Phe Met 
770 775 780 

Ser Val His Asp Gly Val Leu Val Thr He Met Asp Leu Leu Val Thr 
785 790 795 800 

Val Leu Asn Phe Leu Ala He Gly Leu Gly Tyr Phe Gly Pro Lys Cys 
805 810 ~ 815 

Tyr Met He Leu Phe Tyr Pro Glu Arg Asn Thr Ser Ala Tyr Phe Asn 
820 825 830 

Ser Met He Gin Gly Tyr Thr Met Arg Lys Ser 
835 840 
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<210> 20 

<211> 839 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Met Gly Pro Arg Ala Lys Thr lie Cys Ser Leu Phe Phe Leu Leu Trp 
15 10 15 

Val Leu Ala Glu Pro Ala Glu Asn Ser Asp Phe Tyr Leu Pro Gly Asp 
20 25 30 

Tyr Leu Leu Gly Gly Leu Phe Ser Leu His Ala Asn Met Lys Gly He 
35 "* 40 45 

Val His Leu Asn Phe Leu Gin Val Pro Met Cys Lys Glu Tyr Glu Val 
50 55 60 

Lys Val He Gly Tyr Asn Leu Met Gin Ala Met Arg Phe Ala Val Glu 
65 " 70 75 80 

Glu lie Asn Asn Asp Ser Ser Leu Leu Pro Gly Val Leu Leu Gly Tyr 
85 90 95 

Glu lie Val Asp Val Cys Tyr He Ser Asn Asn Val Gin Pro Val Leu 
100 105 110 

Tyr Phe Leu Ala His Glu Asp Asn Leu Leu Pro He Gin Glu Asp Tyr 
115 120 125 

Ser Asn Tyr He Ser Arg Val Val Ala Val He Gly Pro Asp Asn Ser 
130 135 140 

Glu Ser Val Met Thr Val Ala Asn Phe Leu Ser Leu Phe Leu Leu Pro 
145 150 155 160 

Gin He Thr Tyr Ser Ala He Ser Asp Glu Leu Arg Asp Lys Val Arg 
165 170 175 

Phe Pro Ala Leu Leu Arg Thr Thr Pro Ser Ala Asp His His Val Glu 
180 185 190 

Ala Met Val Gin Leu Met Leu His Phe Arg Trp Asn Trp He He Val 
195 200 205 

Leu Val Ser Ser Asp Thr Tyr Gly Arg Asp Asn Gly Gin Leu Leu Gly 
210 215 220 

Glu Arg Val Ala Arg Arg Asp He Cys He Ala Phe Gin Glu Thr Leu 
225 " 230 235 240 

Pro Thr Leu Gin Pro Asn Gin Asn Met Thr Ser Glu Glu Arg Gin Arg 
245 250 255 



Page 43 



WO 2005/005480 PCT/US2004/015136 

MON~0301.ST25.txt 

Leu Val Thr He Val Asp Lys Leu Gin Gin Ser Thr Ala Arg Val Val 
260 265 270 

Val Val Phe Ser Pro Asp Leu Thr Leu Tyr His Phe Phe Asn Glu Val 
275 1 280 285 

Leu Arg Gin Asn Phe Thr Gly Ala Val Trp He Ala Ser Glu Ser Trp 
290 295 300 

Ala He Asp Pro Val Leu His Asn Leu Thr Glu Leu Gly His Leu Gly 
305 ~ 310 315 320 

Thr Phe Leu Gly He Thr He Gin Ser Val Pro He Pro Gly Phe Ser 
325 330 335 

Glu Phe Arg Glu Trp Gly Pro Gin Ala Gly Pro Pro Pro Leu Ser Arg 
340 345 350 

Thr Ser Gin Ser Tyr Thr Cys Asn Gin Glu Cys Asp Asn Cys Leu Asn 
355 360 365 

Ala Thr Leu Ser Phe Asn Thr lie Leu Arg Leu Ser Gly Glu Arg Val 
370 375 380 

Val Tyr Ser Val Tyr Ser Ala Val Tyr Ala Val Ala His Ala Leu His 
385 390 395 400 

Ser Leu Leu Gly Cys Asp Lys Ser Thr Cys Thr Lys Arg Val Val Tyr 
405 410 415 

Pro Trp Gin Leu Leu Glu Glu He Trp Lys Val Asn Phe Thr Leu Leu 
420 425 430 

Asp His Gin He Phe Phe Asp Pro Gin Gly Asp Val Ala Leu His Leu 
435 440 445 

Glu He Val Gin Trp Gin Trp Asp Arg Ser Gin Asn Pro Phe Gin Ser 
450 455 460 

Val Ala Ser Tyr Tyr Pro Leu Gin Arg Gin Leu Lys Asn He Gin Asp 
465 "* 470 , 475 480 

He Ser Trp His Thr Val Asn Asn Thr He Pro Met Ser Met Cys Ser 
485 490 495 

Lys Arg Cys Gin Ser Gly Gin Lys Lys Lys Pro Val Gly He His Val 
500 505 510 

Cys Cys Phe Glu Cys He Asp Cys Leu Pro Gly Thr Phe Leu Asn His 
515 520 525 

Thr Glu Asp Glu Tyr Glu Cys Gin Ala Cys Pro Asn Asn Glu Trp Ser 
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530 535 540 

Tyr Gin Ser Glu Thr Ser Cys Phe Lys Arg Gin Leu Val Phe Leu Glu 
545 550 555 560 

Trp His Glu Ala Pro Thr He Ala Val Ala Leu Leu Ala Ala Leu Gly 
5 65 .57 0 575 

Phe Leu Ser Thr Leu Ala He Leu Val lie Phe Trp Arg His Phe Gin 
580 585 590 

Thr Pro He Val Arg Ser Ala Gly Gly Pro Met Cys Phe Leu Met Leu 
595 " 600 605 

Thr Leu Leu Leu Val Ala Tyr Met Val Val Pro Val Tyr Val Gly Pro 
610 615 620 

Pro Lys Val Ser Thr Cys Leu Cys Arg Gin Ala Leu Phe Pro Leu Cys 
625 630 635 640 

Phe Thr He Cys He Ser Cys He Ala Val Arg Ser Phe Gin He Val 
645 650 655 

Cys Ala Phe Lys Met Ala Ser Arg Phe Pro Arg Ala Tyr Ser Tyr Trp 
660 665 670 

Val Arg Tyr Gin Gly Pro Tyr Val Ser Met Ala Phe lie Thr Val Leu 
675 680 685 

Lys Met Val lie Val Val He Gly Met Leu Ala Thr Gly Leu Ser Pro 
690 695 700 

Thr Thr Arg Thr Asp Pro Asp Asp Pro Lys lie Thr He Val Ser Cys 
705 710 715 720 

Asn Pro Asn Tyr Arg Asn Ser Leu Leu Phe Asn Thr Ser Leu Asp Leu 
725 730 735 

Leu Leu Ser Val Val Gly Phe Ser Phe Ala Tyr Met Gly Lys Glu Leu 
740 745 750 

Pro Thr Asn Tyr Asn Glu Ala Lys Phe He Thr Leu Ser Met Thr Phe 
755 760 765 

Tyr Phe Thr Ser Ser Val Ser Leu Cys Thr Phe Met Ser Ala Tyr Ser 
770 775 780 

Gly Val Leu Val Thr He Val Asp Leu Leu Val Thr Val Leu Asn Leu 
785 790 795 800 

Leu Ala He Ser Leu Gly Tyr Phe Gly Pro Lys Cys Tyr Met He Leu 
805 810 815 
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Phe Tyr Pro Glu Arg Asn Thr Pro Ala 
820 825 



Gly Tyr Thr Met Arg Arg Asp 
835 



<210> 


21 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Overgo probes 


<400> 


21 


actttgagaa catgagtaat gacg 


<210> 


22 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Overgo probes 


<400> 


22 


agtacccgga ctgcgtcgtc atta 


<210> 


23 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Overgo probes 


<400> 


23 


cactagggtc atccttgctt tcag 


<210> 


24 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Overgo probes 


<400> 


24 



agtcagggtg atgggcctga aagc 



<210> 25 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 25 

atgtggtgga ctggctgtac catc 



<210> 26 



Tyr Phe Asn Ser Met lie Gin 
830 



24 



24 



24 



24 



24 
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<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 
<400> 26 

ttgaagccct ccacgtgatg gtac 

<210> 27 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 27 

cacacggtga acaagatcac cttc 

<210> 28 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 28 

agtagcactg ctcggagaag gtga 

< 

<210> 29 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 29 

atctaccaca tggacgagga ggag 

<210> 30 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 30 

tgaccaggta cggcgtctcc tcct 

<210> 31 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 31 

agcgcgtcac gctggccgac ttca 
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24 



24 



24 



24 



24 
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<210> 32 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 32 

ttgctgagca cgttcttgaa gtcg 
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24 



<210> 33 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 33 

cacgcctaca aattcttctt taag 



24 



<210> 34 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Overgo probes 



<400> 34 

agtcctggtc catggactta aaga 



24 



<210> 35 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Overgo probes 



<400> 35 

cttccactcc tgctgctacg actg 



24 



<210> 36 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 36 

tgcctcgcag tccacgcagt cgta 



24 



<210> 37 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Overgo probes 



<400> 37 
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24 



<210> 38 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 38 

tcgtagcagc aggagtggaa gccc 



<210> 39 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 39 

gttcctggca tggggggagc cggc 



<210> 40 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 40 

gagcagcaca agcacagccg gctc 



<210> 41 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 41 

acagcccact agttcaggcc gcag 



<210> 42 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 42 

caggcccggg gtccccctgc ggcc 



<210> 43 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 



24 



24 



24 



24 
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<400> 43 

cccactggtt caggcctcgg gggg 

<210> 44 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 44 

aaagcaggcc aggggccccc ccga 



<210> 45 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 45 

aggcgctggt gcactgccgc acac 

<210> 46 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 46 

aagctgaccc aggagcgtgt gcgg 



<210> 47 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 47 

acagaggcac tggtgcactg ccgc 



<210> 48 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 48 

tgatccagga gtgcacgcgg cagt 



<210> 49 

<211> 24 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Overgo probes 



<400> 49 



accaatgcca cgctggcctt tctc 



24 



<210> 50 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 50 

aagtgcccag gaagcagaga aagg 24 



<210> 51 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 



<210> 52 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 52 

aagcagagga aagccagcgt ggca 24 



<210> 53 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 



<210> 54 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 54 

aggccagcat ggcgaaggtg aggc 



<210> 55 
<211> 24 
<212> DNA 



<400> 51 

tggtacatgc tgccaatgcc acgc 



24 



<400> 53 

tacaaccgtg cccgtggcct cacc 



24 
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<213> Artificial Sequence 
<220> 

<223> Overgo probes 
<400> 55 

tcatcacctg ggtctccttt gtgc 



<210> 56 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 56 

acattggcca ggaggggcac aaag 

<210> 57 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 57 

tgcagatggg tgccctcctg ctct 



<210> 58 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Overgo probes 

<400> 58 

aggatgccca gcacacagag cagg 24 



<210> 59 

<211> 9049 

<212> DNA 

<213> Felis catus 



<220> 

<221> misc_f eature 

<222> (14) . . (14) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (47) . . (47) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (56) . . (56) 

<223> n is a, c, g, or t 

<220> 

<221> mis cofeature 

<222> (67) . . (67) 

<223> n is a, c, g f or t 



Page 52 



WO 2005/005480 



PCT/US2004/015136 



MON-0301.ST25.txt 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



misc_f eature 
(2113) . . (2113) 
n is a, c, g, or t 



mis cofeature 
(2121) . . (2121) 
n is a, c, g, or t 



mi sc_f eature 
(2125) . . (2132) 
n is a, c, g, or t 



mi sc_f eature 
(2138) . . (2138) 
n is a, c, g, or t 



mis c_f eature 
(4198) . . (4198) 
n is a, c, g, or t 



mi s c_f e a t ur e 
(4232) . . (4232) 
n is a, c, g, or t 



mi s cofeature 
(4237) . . (4237) 
n is a, c, g, or t 



mis cofeature 
(4256) . . (4256) 
n is a, c, g, or t 



mi s c_f eature 
(4264) . . (4264) 
n is a, c r g, or t 



mis cofeature 
(4272) . . (4272) 
n is a, c, g, or t 



mis c_f eature 
(4298) . . (4298) 
n is a, c, g, or t 



mis cofeature 
(4328) . . (4328) 
n is a, c, g, or t 



misc_f eature 
(4341) . . (4341) 
n is a, c, g, or t 



mi sc__f eature 
(4343) . . (4343) 
n is a, c, g, or t 
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<220> 

<221> misc_feature 

<222> (4354) . . (4354) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (4386) . . (4386) 

<223> n is' a f c, g, or t 

<220> 

<221> misc_feature 

<222> (4389) . . (4390) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (4399) . . (4456) 

<223> n is a, c, g, or t 



ctggaaaaaa 


aggngaaccc 


aggatgattc 


accccaaaat 


ttcagtntca 


gaaaantgag 


60 


gactggnagg 


aggtcaactt 


aaagtcagtt 


tcatttggta 


aactgaggcc 


caggtaaaaa 


120 


gttctaaaac 


ccacagctcc 


cttccatatt 


ctgtccccca 


gagaagcagt 


gtccctgcct 


180 


tcctctgacc 


cctgcccctc 


aagacgcctg 


ggctcccttt 


ctgagccggg 


tgaagccgca 


240 


ggcaccagag 


cgagaacaga 


acccacaacc 


atccagaggg 


aggggcagcg 


gccaccacct 


300 


ggcttgcacc 


tgtgccttca 


ccctgcccag 


ttcctgagta 


ggaccgcagg 


cccggaaggc 


360 


caaggcaaac 


agcctggttc 


ctacgactgg 


gttccagccc 


cacccctggc 


acaggcgtga 


420 


agttgggaag 


catctgggca 


gccgctgtct 


attctattta 


aacagccgag 


ctggtcagag 


480 


ggtgctggct 


ggccatgcca 


ggcacaggac 


ggactggcca 


gcatgtcact 


cccggcggct 


540 


cacctggtcg 


gcctgcagct 


ctccctctcc 


tgctgctggg 


ctctcagctg 


ccacagcaca 


600 


gagacgtctg 


ccgacttcag 


cctccctggg 


gattacctcc 


tcgcaggtct 


gttccctctg 


660 


cactctgact 


gtccgggcgt 


gaggcaccgg 


cccacggtga 


ccctctgtga 


caggtgagtg 


720 


aggggtcccg 


tgcctctagg 


acctctgccc 


atcctctgtc 


ctcctcagtg 


aggatccttg 


780 


ggttgttgat 


tgagtggagt 


tagggccttt 


tagagagctg 


agactctaga 


agctaaacca 


-840 


cgtgttgctt 


tacctgtctt 


ccaccctgag 


gatcacacgt 


taagtgttct 


taccagtcaa 


900 


aattgaatat 


gtatcaaaca 


aaaataaatg 


gccttccatg 


ctgaaataac 


aaaaaacaga 


960 


cacgcatgga 


gaacctactt 


tgtggggcgc 


ctgggtggcc 


cagtcggtta 


agtgtctgcc 


1020 


tcttcgtttt 


ggctcaggtc 


atgacctcgg 


ggttcatgag 


ttcgagcccc 


gcgtcagctc 


1080 


cgtgatgagc 


ctggagcccg 


cttggaattc 


cctccccacc 


cccacccccc 


gctcatgcca 


■ 1140 


gctcgagctc 


tcgctcactc 


tctcaaaata 


aacttaagag 


gggcgcctgg 


gtggcgcagt 


1200 


cagttaagcg 


tccgacttca 


gccaggtcac 


gatcagcaca 


ttatttcctg 


gaccttccat 


1260 


tctcctttcg 


ctgtacagag 


cttaacgtaa 


actccctggc 


aagacctcct 


ttctgatttt 


1320 


agaaaggcca 


gcttattggt 


ttggttcctg 


taatagctta 


aaaatagaat 


ccagctgtat 


1380 


caggaaacat 


ttaaaaaatg 


tatcaaggaa 


gacctataac 


agtaaaaata 


tttttaaatc 


1440 
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ccagagtgtt 


ttcataaaga 


cacaggatta 


aaaagccgtg 


tttcacttgc 


catggctaat 


atgacttcag 


tctgttcggt 


ggaaatgact 


acaggaaagt 


cgtacagaag 


aaaagctgtt 


aggaaggggc 


gacgtaatgt 


gtgcagaaat 


agttggcacg 


gaagagggga 


ccgagtccga 


agaagagaag 


ggccggctgc 


tgtccctatc 


tcagaattag 


agacttcggt 


tcatgcaggg 


aactctggta 


agtttgagat 


tgatcccagg 


tacactgatc 


gatgagaagc 


agaagcccct 


gcacactaaa 


acgcaaggac 


acgtttctac 


aaagatcccc 


ggnaccagtc 


ntcgnnnnnn 


cgagaggcac 


tgaggaacac 


aggccctcac 


actaggtaaa 


cgaggttcga 


caggtgtggt 


tacggtgccc 


agttgtttgg 


ccaaacacca 


aaaccaacag 


ggtgagtaaa 


gcagatcgct 


agttgaagac 


cttaaaagaa 


aagattgagg 


gaactcaaca 


ctgcagcttt 


gaccactgag 


actcaccagc 


cccacaatca 


tgtgaaccaa 


tctatccaac 


tggttctgtt 


tctctgcaga 


acaggacttc 


atcagccttt 


caaccctaat 


ttctccaagt 


tgtaaccgcc 


cctccccccc 


cagctgagtg 


tatggtacag 


ggcccacagt 


gccctcagag 


tttcctttct 


acccttcccc 


ggccttgctc 


ctctgagctc 


tcagctgggc 


cacggctacc 


acctcttcca 


ggccatgcgg 


gccctcctgc 


cgaacgtcac 


cctgggatac 


aacgtgtatg 


ccacactaaa 


cgtgctctcc 


gcagaccctt 


cccactattc 


gcctgccgcc 


cacgcagcca 


ccactgcagc 


cctgctgagc 


ccgggggcct 


gtccatctcc 


cctgccggca 


tgggcaagag 


ctgccatgcc 


cactctgagt 


gcccccttca 


cagtccccgc 


cccagcatcc 


cctgcctcaa 


tgtcctgaga 


aaaaccgtct 


cctccattcc 


atctcctctg 


tgaagaacgg 
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cattactcaa ttatttttaa 


agggtttttg 


gattataggc 


atccgaatga 


gcctgtggct 


ctgatgtcat 


aaactgactc 


ggcttcgctg 


cgagcccata 


tgttggttgc 


gctcaatgtc 


gggcagctgt 


cgagagtgaa 


gaaattggga 


gaaggctgct 


ggataaagca 


gagcttttgc 


ctggtggcgg 


aaccacttag 


aaacaaggcg 


agggcggccc 


aggggggtgq 


cgtccttgga 


ggtcgtggga 


tggagcctcg 

"■"3 3 3 3 


catgagactc 


tgtctgtgag 


gaaggggaca 


cgagcagttg 


gagaaaacgg 


tacatctgtc 


tgcgacacag 


nnttccgntg 


ggattccagt 


cagcagttcc 


cacgttcaca 


agtgtcctga 


tgagagggat 


ggttaatttt 


atacatcaac 


ctggctaggg 


gtctagatgg 


acre t at a a a a 


gttaacattt 


ttccattgtg 


tgggtgggcc 

333 "~ 3 3 3 v ^ 


tcatccaatc 


tccccccaaa 


aaggaagaaa 


ttctgccttc 


agcatttcca 


gcctgccctg 


caaacgccag 


ttccttaaaa 


taaacttctc 


tttctctctc 


accctgactc 


aegcagcagg 


tttccctgct 


atgctcatcc 


agggaggaat 

3 J 3 3 


ggtttgtggt 


cgcccccgcc 


cccccaaagg 


cctgttaaca 


gaggtcatgg 


tggtagggga 

3 3 ^ J J J 


egggacagat 


ccacccccga 


cgecaagagg 


gtctcggcaa 


tttctctaca 


ggcccgacag 


ettcaaeggt 


tttggcatcg 


aggagataaa 


caactccacg 


cagctgtacg 


acgtgtgctc 


ggagtctgee 


ctgctgggga 


cacatcacgt 


agagatccga 


ctggctgtca 


ttaaacctaa 


caccaccaac 


cccttcctgg 


tgcccctggt 


gagctggagc 


ggtccagtgt 


gggctgaggg 


ggtggggggg 


ctcctgggtg 


gtcacattgc 


agggggcect 


cttcctcccc 


aagtgctgca 


tccagacctc 


cctttgaaac 


tgctgccctt 


tgctctgccc 


aacacccttt 


gtttcccacc 


tcacacactt 
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1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
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gtccacttct ccccgccctc ctccttccgg tcttccttcc ctccctccca gctcaggctc 3600 
agaggtgtgg tccccctccc cctccaatgc cgtcctcctg ggcctcaccc tctcctctgc 3660 
tcgtaggcct gtcctaggct tcctcctccg cctataagct ggctttaccc ctctctgtct 3720 
tccaggcacc tgtggtctta gcgctgccct ctctctgaac ctcgttccgt ggaaacttgt 3780 
gcactgagct ctctcttctt gtttgcttct ccctctcatc acttgcttcc cgggcccctg 3840 
ccctgactgc tgcaccacca ctcctgctct tgtgatctcc agggctttct agatctccag 3900 
gtccagcaaa tgcttttcag cccttctttg cttgacatga cgactttgtg acaaatttga 3960 
ccagtccttc agtgacgctc ttgcctcggc atttatgacc tgccacctcc ctctcacttg 4020 
tggtacctcc ttctcagtct cctttggaga atctcctccc cccctcttct gaaaaagtgg 4 080 
atgattcccc gagtgcagga ccactccctt tcccaggcag gtgctgggag caaacaactt 4140 
tccctactct tcaagaatct ttctggctgg tctaaaaata agttgatgtg acacaganaa 4200 

aaggaaaagt caaatcacgt atgtacaggg anctacnaaa cacgaaaggt caaganagga 4260 

aagngaggct anctgctatc tgaactatga acaagggnag gggtaaattc aaggaaagaa 4320 

gaaatcanag aaagaagagg nanggtataa aagntgctgg ccatcaaaaa tggaaggaag 4380 

aattanaann gattggagnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 4 44 0 

nnnnnnnnnn nnnnnncttt ttcccgtcac cggtggccag ggttaaattc aggctgccaa 4 500 

gctgtttttt gggatgactc cagcagtctc ctagggagtt cttcctgact ctggtcttga 4560 

gccttttcta acacattctt cactgaaatc agatacaccc ctgaaacaca agtctgggca 4 620 

gattacctct ctgcctagac atttaagggg ctccccaggg cctgcagata aagaccaagt 4 680 

atcttagcta tcttggtgcc aggagtaagg cctcctgccc tgaccagaca cgcctacttt 4740 

tgtgctcctt cttccggctt ccaacctcct gggtcagttc tctcactggg tgtagctttt 4800 

gttctcttcc ccttcttctc ccacaaacct ccccctgggt ttctgcctct tctttagatg 4860 

tagctggtcg gcctcctagt ccaccagagc tgtccttgag agccagggct gggaccatgt 4 920 

ctccctcctc ctcgggtccc cgcgcccagc acagggccag cacttggagg ctctgagttg 4980 

aggccaaggc cactgaagtc gctgaactga accccccccc cggcccccct ccgcagatca 5040 

gctacgaggc cagcagcgtg acgctcggag tgaagcggca ttacccctcg tttctgcgca 5100 

ccatccccag cgacaagcac caggtggagg ccatggtgct gctgctgcag agcttcgggt 5160 

gggtctggat ctcggtggtc ggcagcgacg gcgactacgg gcagctgggg gtgcaggcgc 5220 

tggaggagca ggccacccag cagggcatct gcgttgcctt caaggacatc atccccttct 5280 

ctgcccggcc gggcgacgag aggatgcaga gcatcatgca ccacctggcc cgagcgagga 5340 

ccaccgttgt ggtcgttttc tccagcaggc agctggccag ggtgttcttt gagtcggtgg 5400 

tgctggccaa cctgactgcc aaggtgtgga tcgcctcaga agactgggcc atctctagac 54 60 

acatcagcaa tgtgcccggg atccagggca ttggcacggt gctgggtgtg gccatccagc 5520 

agaggcttgt ccctggcctg aaggagtttg aagaggccta tgtccaggca gataaggggg 5580 

cccctgggcc ttgctccagg acctccgagt gcagcagcaa ccagctctgt agagagtgtc 5640 
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gggctttcac ggcagagcag atgcccacgc tcggggcatt ctccatgagc tctgcttata 5700 

acgcctaccg ggcagtctac gcagtggccc atggcctcca ccagctcctg ggctgtgcct 57 60 

ctggagcctg ttccagggac cgagtctacc cctggcaggt aaggtagccc agaccccggc 5820 

accctgaaac ggggtgcttt cctaaggcaa acagagtgat ccctctctgg ccaactgagt 5880 

gctgggggtg ggggacaaag gccacccatc agaaggctaa ttccttctct tgggcttcac 5940 

ttctctgacc tcggcccctc ccaccaccat gctccagacc cagggctaaa aatctctggg 6000 

aaacgggcct ttttagaagc ttcctctcac tcaggaggcc agttgggagg gtcgaggggc 6060 

ttccttggaa gggagggggc tctgaatttc cagacagact gaaaccaccc aaatagaagc 6120 

atttgcttcc taagccttcc gggtctggga gagttgagga ggagcagcct gcgtcatctg 6180 

tggctgctcc atgatccccg tttatctcag cttctggagc agatccgcaa ggtgaatttc 6240 

ctcctacaca aggacaccgt gaggtttaat gacaacgggg accctctcag tggctacgac 6300 

ataattgcct gggactggag tggccccaag tggaacttca gggtcattgg ctcctccatg 6360 

tggcctccag ttcagctgga cataaataaa accaaaatcc ggtggcacgg gaaggacaac 6420 

caggtaatgg agccatggtc actcaccaag tcaccgcctt acgggcagcc tggagcctga 64 80 

agtcactgtc gacacagctc acacggagca ggagggggcc ccgggtgcca ggccaacgtg 6540 

gctctatcca gccctgccag ggaagcccca cagaccgcac ccagatggcc ggctgcagct 6600 

ggtatacaca accaggggct gtgccctggg agtgagctgt gagggcagat gcacggagac 6660 

tcccattcgc catgtgagca tcccttgact tgggccactc catgtggttc cagaacacct 6720 

gtggcttctt gcaggtgcca aagtctgtgt gctccagcga ctgcctcgaa gggcaccagc 6780 

gagtgatttc gggtttctac cactgttgct ttgagtgtgt gccctgtgag gccgggagct 6840 

tcctcaacaa gagcggtgag tgtccaaatg agtgggagaa tgactgggca ctcccagggt 6900 

ctgtatggca gatgagggga tctcccttgg gccacgcacg tgcagaacca gagccttgct 6960 

ccctctgttg ccagttgagg tacaggttgt agaatatttg ccaccagact gagttctgat 7020 

gaagcagaaa ccaacaacca gttgaaatcc tcaggtcccc tacgtctttt actagagggc 7080 

tcctgatgca atccctgcag atgcaatctt atcctaaatt caaccttttt atgcgaacag 7140 

atgtagttat gttccctfcgt cccctcccat gctgtctgtg tgaagtccct tccgtcgccc 7200 

ctgccaaaga cagccagcac cttggacagc ttggccttga tgcagatact attgtatccg 72 60 

cagacaagaa acatagcata ctccacccag tgatggtgca aggtcaagat cagagagcaa 7320 

acrtcaggtag ctaagggctc agcccagagc tggactctgt gagccacgtt ctttcctttt 7380 

actatctctg tgggcgtgag aacacatctc ttctgttctc agagagtcag agaaaccaca 7440 

gaatggcagc acagataggg ggctttgggt aatggaagcg ctggggagat gaaaatgccc 7500 

ttcctttggg gctggttgct cctgttggat catagcctca ctggcatgtg ggcagagcta 7560 

ccagagtaag gccctctcta aggatctctc ggtttgcaag ccccttctgg gatcataagc 7 620 

catacagaac ctacccaagg gtctccagaa tctgcaatta acacaggcat ctggaggaaa 7680 

cacttggccg cggggcccca ctcagggcta ccccctatct cgctgtgtgc agtaggagcc 7740 
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cggcttctgg ggtacagcgc tcccagcacc 
tcctgctctg ctcatctagg ctctcaggag 
cagctgccag ccttgtggga aagaagagtg 
acgcaccgtg gtgtttttga cttggcacga 
tacgttgctg ctgctgctgg tgactgggac 
ccctgtggtg aagtccgctg ggggccgact 
gggcagctgt gggctctacg gcttttttgg 
ccaaagcctc cttgccctgg gttttgccat 
ccaactggtc ttcatcttca agttttctgc 
ccaaaaccac ggtcctggcc tatttgtggt 
tctaacttgg ctggcggtgt ggaccccact 
gctggtggtg cttgattgca cagaggccaa 
caatggcctc ctgtccgtca gcgcctttgc 
gaactacaac gaggccaaat gtgtcacttt 
tgccttcttc accacggcca gcgtctacca 
ggcggcgctg agcagcctga gtggcggctt 
gatcctgtgc cgcccaaaat ttaacagcac 
cacgaggcgc tgcggctcca cctgaccagt 
ggggtggggg gtgaaggggt agaaggtggg 
aaggtcgagc gaggcgagcg ggccccgcgc 
ggctcgggta gtgtacgctc acgggagtcc 
tgaaacatgc gtcctggctg ctctagctgt 

<210> 60 

<211> 2526 

<212> DNA 

<213> Felis catus 

<400> 60 

atgtcactcc cggcggctca cctggtcggc 
ctcagctgcc acagcacaga gacgtctgcc 
gcaggtctgt tccctctgca ctctgactgt 
ctctgtgaca ggcccgacag cttcaacggt 
tttggcatcg aggagataaa caactccacg 
cagctgtacg acgtgtgctc ggagtctgcc 
ctgctgggga cacatcacgt agagatccga 
ctggctgtca ttgggcctga caccaccaac 
cccttcctgg tgcccctgat cagctacgag 
cattacccct cgtttctgcg caccatcccc 
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ttgcaggcct acatggcttc ccttcctcat 

ccccctccac ctttttcttc cagacctcca 

ggcacccgcg ggaagtgaaa cctgctttcc 

gaccatctct tgggtgctgc tggcagctaa 

tgctggcctg tttgcctggc acttagacac 

gtgcttcttc atgctaggct ccctggcagg 

ggagcccacg ctgcccacat gcttgttgcg 

cttcctgtcc tgcctgacca tccgctcctt 

caaggtaccc accttctacc gtgcctgggt 

gatcagctca atggcccagc tgctcatctg 

gcccaccagg gagtaccagc gcttccctca 

ctcaccgggc ttcatgttgg ctttcgccta 

ctgcagctac ctgggcaagg acctgccaga 

tagtctgctg ctcaacttcg tgtcctggat 

gggcaagtac ttgcccgcgg tcaacgtgct 

cagcggttat ttcctcccca agtgctacgt 

acagcacttc caggcctcca tccaggagta 

ggggcgggca gggcctagcc ggggaggtgg 

gtaggggcgc ctcccctgcc ctgagggtcg 

cctccgggag gccttttgga ctcctgtctt 

agtccaggct ccgagctgcc aataaagcgg 

ctgaaccgag ggtggggcg 



ctgcagctct ccctctcctg ctgctgggct 

gacttcagcc tccctgggga ttacctcctc 

ccgggcgtga ggcaccggcc cacggtgacc 

cacggctacc acctcttcca ggccatgcgg 

gccctcctgc cgaacgtcac cctgggatac 

aacgtgtatg ccacactaaa cgtgctctcc 

gcagaccctt cccactattc gcctgccgcc 

cacgcagcca ccactgcagc cctgctgagc 

gccagcagcg tgacgctcgg agtgaagcgg 

agcgacaagc accaggtgga ggccatggtg 
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7800 

7860 

7920 

7980 

8040 

8100 

8160 

8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 

8760 

8820 

8880 

8940 

9000 

9049 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
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ctgctgctgc agagcttcgg gtgggtctgg atctcggtgg tcggcagcga cggcgactac 660 

gggcagctgg gggtgcaggc gctggaggag caggccaccc agcagggcat ctgcgttgcc 7 20 

ttcaaggaca tcatcccctt ctctgcccgg ccgggcgacg agaggatgca gagcatcatg 780 

caccacctgg cccgagcgag gaccaccgtt gtggtcgttt tctccagcag gcagctggcc 840 

agggtgttct ttgagtcggt ggtgctggcc aacctgactg ccaaggtgtg gatcgcctca 900 

gaagactggg ccatctctag acacatcagc aatgtgcccg ggatccaggg cattggcacg 960 

gtgctgggtg tggccatcca gcagaggctt gtccctggcc tgaaggagtt tgaagaggcc 1020 

tatgtccagg cagataaggg ggcccctggg ccttgctcca ggacctccga gtgcagcagc 1080 

aaccagctct gtagagagtg tcgggctttc acggcagagc agatgcccac gctcggggca 1140 

ttctccatga gctctgctta taacgcctac cgggcagtct acgcagtggc ccatggcctc 1200 

caccagctcc tgggctgtgc ctctggagcc tgttccaggg accgagtcta cccctggcag 12 60 

cttctggagc agatccgcaa ggtgaatttc ctcctacaca aggacaccgt gaggtttaat 1320 

gacaacgggg accctctcag tggctacgac ataattgcct gggactggag tggccccaag 1380 

tggaacttca gggtcattgg ctcctccatg tggcctccag ttcagctgga cataaataaa 1440 

accaaaatcc ggtggcacgg gaaggacaac caggtgccaa agtctgtgtg ctccagcgac 1500 

tgcctcgaag ggcaccagcg agtgatttcg ggtttctacc actgttgctt tgagtgtgtg 1560 

ccctgtgagg ccgggagctt cctcaacaag agcgacctcc acagctgcca gccttgtggg 1620 

aaagaaaagt gggcacccgc gggaagtgaa acctgctttc cacgcaccgt ggtgtttttg 1680 

acttggcacg agaccatctc ttgggtgctg ctggcagcta atacgttgct gctgctgctg 1740 

gtgactggga ctgctggcct gtttgcctgg cacttagaca cccctgtggt gaagtccgct 1800 

gggggccgac tgtgcttctt catgctaggc tccctggcag ggggcagctg tgggctctac 18 60 

ggcttttttg gggagcccac gctgcccaca tgcttgttgc gccaaagcct ccttgccctg 1920 

ggttttgcca tcttcctgtc ctgcctgacc atccgctcct tccaactggt cttcatcttc 1980 

aagttttctg ccaaggtacc caccttctac cgtgcctggg tccaaaacca cggtcctggc 2040 

ctatttgtgg tgatcagctc aatggcccag ctgctcatct gtctaacttg gctggcggtg 2100 

tggaccccac tgcccaccag ggagtaccag cgcttccctc agctggtggt gcttgattgc 2160 

acagaggcca actcaccggg cttcatgttg gctttcgcct acaatggcct cctgtccgtc 2220 

agcgcctttg cctgcagcta cctgggcaag gacctgccag agaactacaa cgaggccaaa 2280 

tgtgtcactt ttagtctgct gctcaacttc gtgtcctgga ttgccttctt caccacggcc 2340 

agcgtctacc agggcaagta cttgcccgcg gtcaacgtgc tggcggcgct gagcagcctg 2400 

agtggcggct tcagcggtta tttcctcccc aagtgctacg tgatcctgtg ccgcccaaaa 24 60 

tttaacagca cacagcactt ccaggcctcc atccaggagt acacgaggcg ctgcggctcc 2520 

acctga 2526 

<210> 61 
<211> 841 
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<212> PRT 

<213> Felis catus 

<400> 61 

Met Ser Leu Pro Ala Ala His Leu Val Gly Leu Gin Leu Ser Leu Ser 
15 10 15 

Cys Cys Trp Ala Leu Ser Cys His Ser Thr Glu Thr Ser Ala Asp Phe 
20 25 30 

Ser Leu Pro Gly Asp Tyr Leu Leu Ala Gly Leu Phe Pro Leu His Ser 
35 - - - 4Q 45 

Asp Cys Pro Gly Val Arg His Arg Pro Thr Val Thr Leu Cys Asp Arg 
50 55 60 

Pro Asp Ser Phe Asn Gly His Gly Tyr His Leu Phe Gin Ala Met Arg 
65 70 75 80 



Phe Gly lie Glu Glu lie Asn Asn Ser Thr Ala Leu Leu Pro Asn Val 
85 90 95 



Thr Leu Gly Tyr Gin Leu Tyr Asp Val Cys Ser Glu Ser Ala Asn Val 
100 105 110 



Tyr Ala Thr Leu Asn Val Leu Ser Leu Leu Gly Thr His His Val Glu 
115 120 125 



He Arg Ala Asp Pro Ser His Tyr Ser Pro Ala Ala Leu Ala Val He 
130 135 140 



Gly Pro Asp Thr Thr Asn His Ala Ala Thr Thr Ala Ala Leu Leu Ser 
145 150 155 160 



Pro Phe Leu Val Pro Leu He Ser Tyr Glu Ala Ser Ser Val Thr Leu 
165 170 175 



Gly Val Lys Arg His Tyr Pro Ser Phe Leu Arg Thr lie Pro Ser Asp 
180 " 185 190 



Lys His Gin Val Glu Ala Met Val Leu Leu Leu Gin Ser Phe Gly Trp 
195 200 205 



Val Trp He Ser Val Val Gly Ser Asp Gly Asp Tyr Gly Gin Leu Gly 
210 215 220 



Val Gin Ala Leu Glu Glu Gin Ala Thr Gin Gin Gly He Cys Val Ala 
225 230 235 240 



Phe Lys Asp He He Pro Phe Ser Ala Arg Pro Gly Asp Glu Arg Met 
245 250 255 



Gin Ser He Met His His Leu Ala Arg Ala Arg Thr Thr Val Val Val 
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260 265 270 

Val Phe Ser Ser Arg Gin Leu Ala Arg Val Phe Phe Glu Ser Val Val 
275 280 285 

Leu Ala Asn Leu Thr Ala Lys Val Trp lie Ala Ser Glu Asp Trp Ala 
290 295 300 

He Ser Arg His lie Ser Asn Val Pro Gly He Gin Gly He Gly Thr 
305 310 315 320 

Val Leu Gly Val Ala He Gin Gin Arg Leu Val Pro Gly Leu Lys Glu 
325 330 335 

Phe Glu Glu Ala Tyr Val Gin Ala Asp Lys Gly Ala Pro Gly Pro Cys 
340 345 350 

Ser Arg Thr Ser Glu Cys Ser Ser Asn Gin Leu Cys Arg Glu Cys Arg 
355 360 365 

Ala Phe Thr Ala Glu Gin Met Pro Thr Leu Gly Ala Phe Ser Met Ser 
370 375 380 

Ser Ala Tyr Asn Ala Tyr Arg Ala Val Tyr Ala Val Ala His Gly Leu 
385 390 395 400 



His Gin Leu Leu Gly Cys Ala Ser Gly Ala Cys Ser Arg Asp Arg Val 
405 " 410 415 



Tyr Pro Trp Gin Leu Leu Glu Gin He Arg Lys Val Asn Phe Leu Leu 
420 425 430 



His Lys Asp Thr Val Arg Phe Asn Asp Asn Gly Asp Pro Leu Ser Gly 
435 440 445 



Tyr Asp lie He Ala Trp Asp Trp Ser Gly Pro Lys Trp Asn Phe Arg 
450 455 460 



Val He Gly Ser Ser Met Trp Pro Pro Val Gin Leu Asp He Asn Lys 
465 470 475 480 



Thr Lys He Arg Trp His Gly Lys Asp Asn Gin Val Pro Lys Ser Val 
485 490 495 



Cys Ser Ser Asp Cys Leu Glu Gly His Gin Arg Val He Ser Gly Phe 
500 505 510 



Tyr His Cys Cys Phe Glu Cys Val Pro Cys Glu Ala Gly Ser Phe Leu 
515 520 525 



Asn Lys Ser Asp Leu His Ser Cys Gin Pro Cys Gly Lys Glu Lys Trp 
530 535 540 
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Ala Pro Ala Gly Ser Glu Thr Cys Phe Pro Arg Thr Val Val Phe Leu 
545 " 550 555 560 

Thr Trp His Glu Thr lie Ser Trp Val Leu Leu Ala Ala Asn Thr Leu 
565 570 575 

Leu Leu Leu Leu Val Thr Gly Thr Ala Gly Leu Phe Ala Trp His Leu 
580 585 590 

Asp Thr Pro Val Val Lys Ser Ala Gly Gly Arg Leu Cys Phe Phe Met 
595 600 605 

Leu Gly Ser Leu Ala Gly Gly Ser Cys Gly Leu Tyr Gly Phe Phe Gly 
610 615 620 

Glu Pro Thr Leu Pro Thr Cys Leu Leu Arg Gin Ser Leu Leu Ala Leu 
625 630 635 640 

Gly Phe Ala lie Phe Leu Ser Cys Leu Thr lie Arg Ser Phe Gin Leu 
645 650 655 

Val Phe He Phe Lys Phe Ser Ala Lys Val Pro Thr Phe Tyr Arg Ala 
660 665 670 

Trp Val Gin Asn His Gly Pro Gly Leu Phe Val Val He Ser Ser Met 
675 680 685 

Ala Gin Leu Leu He Cys Leu Thr Trp Leu Ala Val Trp Thr Pro Leu 
690 695 700 

Pro Thr Arg Glu Tyr Gin Arg Phe Pro Gin Leu Val Val Leu Asp Cys 
705 " 710 715 720 

Thr Glu Ala Asn Ser Pro Gly Phe Met Leu Ala Phe Ala Tyr Asn Gly 
725 730 735 

Leu Leu Ser Val Ser Ala Phe Ala Cys Ser Tyr Leu Gly Lys Asp Leu 
740 745 750 

Pro Glu Asn Tyr Asn Glu Ala Lys Cys Val Thr Phe Ser Leu Leu Leu 
755 760 765 

Asn Phe Val Ser Trp lie Ala Phe Phe Thr Thr Ala Ser Val Tyr Gin 
770 " 775 780 

Gly Lys Tyr Leu Pro Ala Val Asn Val Leu Ala Ala Leu Ser Ser Leu 
785 ~ £ 790 795 800 

Ser Gly Gly Phe Ser Gly Tyr Phe Leu Pro Lys Cys Tyr Val He Leu 
805 810 815 



Cys Arg Pro Lys Phe Asn Ser Thr Gin His Phe Gin Ala Ser He Gin 
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820 



825 
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830 



Glu Tyr Thr Arg Arg Cys Gly Ser Thr 
835 840 



<210> 
<211> 
<212> 
<213> 



62 

10607 
DNA 

Felis catus 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(1604) . . (1683) 
n is a, c, g, or t 



mis c_f eature 
(2470) . . (2516) 
n is a, c, g, or t 



mis c_f eature 
(2537) . . (2537) 
n is a, c, g, or t 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



mi s cofeature 
(2560) . . (2560) 
n is a, c, g, or t 



mis c_f eature 
(2574) . . (2574) 
n is a, c, g, or t 



misc_f eature 
(2580) . . (2580) 
n is a, c, g, or t 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



mi sc_f eature 
(2599) . . (2599) 
n is a f o r g, or t 



misc_f eature 
(2850) . . (2850) 
n is a, c, g, or t 



<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 

<220> 
<221> 
<222> 
<223> 



mi s cofeature 
(5784) . . (5830) 
n is a, c, g, or t 



mi s cofeature 
(7512) . . (7553) 
n is a, c, g, or t 



misc_f eature 
(8626) . . (8626) 
n is a, c f g, or t 



<220> 
<221> 



misc feature 
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<222> (10453) . . (10453) 

<223> n is a, c, g, or t 

<220> 

<221> misc_f eature 

<222> (10491) . . (10491) 

<223> n is a, c, g, or t 

<220> 

<221> mis c_f eature 

<222> (10501) . . (10501) 

<223> n is a, c, g, or t 

<220> 

<221> misc__f eature 

<222> (10511) . . (10511) 

<223> n is a, c, g, or t 

<220> 

<221> misc^feature 

<222> (10545) . . (10545) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (10558) . . (10558) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc__f eature 

<222> (10574) . . (10574) 

<223> n is a, c, g, or t 

<220> 

<221> mi sc_f eature 

<222> (10599) . . (10599) 

<223> n is a, c, g, or t 

<400> 62 



ttagctgctg 


aaacgctgct 


ttttagcaaa 


aggccgtgac 


ctcatgatgt 


tatacgtcgt 


60 


ggagattgag 


aaccaggtcc 


tagcatctga 


ctatgtgctt 


tgagtcccca 


cttttgctgg 


120 


ttgtgcaacc 


cagggtgagc 


ttcgtaagct 


tctctgtgcc 


tcagttttct 


catctgtgga 


180 




tcatagtccc 


cgttattgtg 


atcatcgagc 


aagatggtga 


atggcgagca 


240 


cacagcatga 


tgcctagttc 


ttactggaac 


acctgtcctg 


ggtcaggggc 


tgtatataaa 


300 


gtactacctg 


ccaggatcaa 


cttgatccgg 


ttctattctg 


tctcctgggt 


gagtatctgt 


360 


gccctttact 


cccagatgtt 


ggaaatgtca 


ggggcatgag 


acctgtcctt 


aaccgagtgg 


420 


cagaaggtta 


agtttgtgtc 


cgagatagca 


ggacatgctt 


tctctacctc 


cgcagggcgt 


480 


tctcccagac 


cccccagggc 


ccaccatgcc 


ctgctaggaa 


gggatcatcc 


taattctagc 


540 


ctcttcttcc 


gccccagagt 


tctgaagctt 


ctccacctgt 


ccaggtgttt 


ccccacccct 


600 


tcagccacgg 


caagaccgtc 


actatgtaaa 


tgtctgtgca 


aatcccctgg 


tgtcaagctg 


660 


ccagctctct 


gatgaggcag 


ggccacctcc 


ggggacccct 


cacttcccag 


ccatgggacc 


720 


ccgggccagg 


gaagtctgct 


gcttcatcat 


cctgccgcgg 


ctcctggctg 


agccggctga 


780 


gaactcagac 


ttctacttgg 


ctggggatta 


cttcctcggc 


ggcctcttca 


ccctccatgc 


840 


caacgtgaag 


ggcatcgtcc 


acctcaacct 


cctgcaggtg 


ccccagtgca 


aggagtgagt 


900 


cgccaatgtg 


gggctggaag 


tggcgacggg 


ggcggagtgg 


gaagcctggg 


ctggtcctgt 


960 



Page 64 



WO 2005/005480 PCT/US2004/015136 

MON-0301 . ST25 . txt 



gctcctcagg 


ggaccacgcc 


aggaccaagg 


gctcaaaatg 


ctcttcctca 


ttcattgcca 


1020 


acctctcatc 


ccgcattatc 


cccaccggcc 


tgcagggaga 


ccccatgcag 


ttcatgttac 


1080 


caaaatcttt 


ggcaattgta 


ttctgaaata 


tggagagctg 


gttgtcccgc 


cgtgtgtctt 


1140 


aataaataaa 


gagttacagg 


gtacttgagc 


ctggaggggt 


tgtagagacc 


acccccacct 


1200 


actttgtcaa 


gtggggaact 


cctactgagt 


ccgtgtcaag 


tccaagtcta 


gacaccgggg 


1260 


gttatgcctt 


tggaaggcag 


aaatgtggtt 


tttcggtagc 


aggttctcag actggagggg 


1320 


aaggtttgca 


tttctctagg 


gctgtggtta 


ggtgggaagg ggtgcttcca 


ggaccagaag 


1380 


ggatttcctc 


cactcacctt 


gtcccctgtg 


agccctgggg 


gtggctgcat 


cactcaaggt 


1440 


tgggtgagac 


acctttgtgc 


aagtgcgaag 


gctgggatgg 


cggacccagc 


gtgggatgat 


1500 


gagatagtga 


cttgctgcag 


agagggtgaa 


ggcgtcctgt 


gagagaggga 


gagaaaaaag 


1560 


tctgtgacgt 


cggggaagat 


cacatgctgg 


cttgagaatg 


acgnnnnnnn 


nnnnnnnnnn 


1620 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


1680 


nnngatgtgg 


aggtgatrgt 


gatggcggtg 


attgtgacgg 


tggtatcggt 


gatggtggtc 


1740 


acagacaacg 


cagttatagt 


gatggcagtg 


gtgataggaa 


tagtaggtgg tgatggtcat 


1800 


tctggagatg 


tggcaggtga 


caacgatgag 


atgaaaatgc 


cagaatcttc 


tggagtggct 


1860 


ccttcttgag 


ccactcctcg 


gctttcctat 


ggcaggcaga 


ggggactccc 


cggctctcct 


1920 


gtcccttccc 


cctctcactc 


tggacctgcc 


tctcacccca 


ccccacatgg 


ctcccccagg 


1980 


tatgaaataa 


aggtgttggg 


ctacgatctc 


atgcaggcca 


tgtgctttgc 


aggggaggag 


2040 


atcaatagcc 


agagcagcct 


gctgcctggc 


gtgctgctgg 


gctacaaaat 


ggtggatgtc 


2100 


agctacatct 


ccaacaatgt 


ccagcccgtg 


ctccacttcc 


cggcaaagga 


ggactgttcc 


2160 


ttgcccatcc 


aggaggacta 


cagccactgt 


gtgccccgtg 


tggtggctgt 


cattggtcct 


2220 


ggcaactctg 


agtccactgt 


gactgtggcc 


cgcttcctct 


ctctcttcct 


ccttccacag 


2280 


gggaggcccc 


tgggtcctgg 


ggtaaggagc 


tggggggcag 


aggagtggtt 


atccaggggg 


2340 


ctcacttccc 


cccaccggtc 


ctgggggtag 


gaggaggcag 


gaagtagggt 


cagaatgtca 


2400 


accccaatcc 


trggaaggca 


gcccagccac 


gtggttaaga 


gctcaggctt 


ggaggcagac 


2460 


agacckgggn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnngcct 


2520 


tcagagagat 


catcctntca 


agggggccct 


tattcctttn 


cccctgggag 


cccntcagtn 


2580 


cccaccactt 


tctgcagcnc 


ccattcgggt 


ctccgattcc 


tccaatccac 


tcactcgctg 


2640 


tgtggctctg 


gataagtgac 


tgtccctctc 


tgaacctcag 


cgtcctcatc 


tgcaaagtgg 


2700 


agacataaca 


gcacatcaga 


aggtcgcgag 


aataggggcg 


cctgggaggc 


tcagtcggtt 


2760 


aagcatccga 


ttctgggtcg 


cggctcaggt 


catgatctcc 


cggttcgtga 


gttcaagccc 


2820 


cgcatcgggc 


tgtgtgctga 


cagcacagan 


cctgcttggg 


attctgtctt 


cccttctctc 


2880 


tgcccctcac 


ctgcttttgc 


tctctctctc 


tcaaaataaa 


taaataaact 


ttttaaaaaa 


2940 


aaggaaggta 


gtgagaaaaa 


agcgggtgac 


agagatggag 


agggctccac 


gcggtacctg 


3000 


gcatgctgcg 


agccctcaga 


acccgttagc 


gacggaagtg 


acctgtgtgc 


gtcgtcacca 


3060 
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ccatcccagc aggccttgag gcttcgaccc 
ggctccgggc cacgtccccc gggcgtcctg 
ccgcaccgtg agctagtcag cgcctgctgg 
tggggctggg gccacaccca ggggctccgg 
tgcttacccc cgagcttggt tagagagcct 
ggacctccca gcaaccagca tctttattct 
gtgcctctgc agctcagagc aggggtggtt 
ggagggggca aggcaccgac tagccctcga 
agggggagag catgaggttt tcggccagct 
accctggatc ccagaggcct taacgggccc 
ttccacagta ggtgtcccca ggctccctcg 
cggacagggt ctcagattcc gatgggtccc 
tttacagctc tcttttctgg cagtaacccc 
ccagagcggg gctcacccag cagcgctgac 
cgcctccctc gccgctccca ttctcttagc 
tgacctcatg atgttatacg tcgtggagat 
gctttgagtc cccacttttg ctggttgtgc 
tgcctcagtt ttctcatctg tggaatgtgt 
gccaggaggg cctttctgac aactggacaa 
ctatgtgggt gcctagaaga gcgctccgga 

gagcctggtg cgttggctga accggtgagc 

i 

agatgaagcc agagaggtga gggccggggt 
ggactctggc tgtcctcgag tgacattagg 
aggtgacgga caagtggtcg cagaggccac 
caaggggaag ggtggggggc tgtggtgacc 
gccctagctc acgctggcgg ccctccgctc 
acgagctacg ggacaagcag cgcttcccgg 
accagatcga ggccatggtg cagctgatgt 
tggtgagcag cggcgactgc ggccgcgacg 
gcggcgacac ctgcatcgcc ttccgggaga 
tgacgcagtg ggagcgccgg cgcctgaagg 
ctgcgcgcgt cgtggtcctg ctgtcgccaa 
tgctccgcca gaacctcacg ggcgtcgtgc 
cggtcctgca cgacaggccc acgcgctgca 
ctccgggtcg tctatccctg gcaggtgagg 
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tgcctccccc gcaaagctca cagtctccga 
tctgtgtccc tcgaaccccg cccagccctg 
gttcgtgact ctctccgcca ttgtgcaccc 
ttaatttaga tgctttcttt ctctgccatc 
gactttgctg ggagtctcca gaacgtcccg 
ccctccttag aactgatgtg tgcagtcgct 
cctgtgaact ggggccaggg gtggtttcct 
agaaggagcc gggcttggct gaggtgggac 
ttctgtgcct gggaaccccc tctccccaca 
cagctgtaac agactcgtct gtgtcgagca 
gggccaccaa aggaccacaa cgacattacg 
ctgtttgctg gaaccatctc cctttggaaa 
gccccttggt gctgggtacg aagggggcac 
tgctgcgttg tcgggctaac gggtattaac 
tgctgaaacg ctgcttttta gcaaaggccg 
tgagaaccag gtcctagcat ctgactatgt 
aacccagggt gagcttcgta agcttctctg 
gagggggaga cctcagtttc aagcggggtg 
cgacctgagg gagaggaagg agtgagggag 
agagggggca gcgaatgcag aggccggcag 
agccccggga ccaggcggga cagtaggaga 
cagtggtgga gccccttggg ggccactgaa 
agctgttggg gagttttgag ctgaggagta 
ccggctgcca cgaacagcag cagagacagc 
ccgggagggt ggtgatggtg gcccggtgag 
tccggcagat cacctacagc gccatcagtg 
cccttctgcc cacagcgccg ggcgccgatc 
tgtacttccg ccggaactgg atcatcgcgc 
acagccagct gctcagcgat cgcccggccg 
cgctgcccat gccccagccc aaccaggcgg 
ccatcgtgga cgagcagcag cggcagagct 
agctggtcct gcacaacttc ttccgcgagg 
ggatcgcctc cgagtcctgg gccatcgacc 
cagcctcctg ggctgcaccc agaccagcag 
ccccacccac ggagagtcgg ggccacacac 
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3180 
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4080 
4140 
4200 
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5100 
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gcaggcgccg 


ccacagccct 


gagtggttgc 


catggagacc 


actgccctgc 


tctagcgtcc 


5220 


ccctctctgg 


ccgggtcctg 


ggcaaactgg 


cgggagaggc 


caggggacgt 


accctgtccc 


5280 


cagacacata 


aagccagaag 


tgcttcatgg 


tgacaaaact 


ccttttttta 


cattaatgta 


5340 


atcctcgcca 


tccaagatag 


cctgtcccgg 


caggagattt 


gggtgaagtt 


tcctggaagg 


5400 


aggcctggca 


ggcagtgggc 


cccctgggcc 


ccctgccgtt 


tctccagggt 


ggcggccttg 


5460 


ggggaggact 


tctgtgttca 


gctctctgag 


gctctgcttt 


gggtttatgc 


atcttctctc 


5520 


gtcccaggtc 


tggacgattc 


agaggagtaa 


ggaggcaagg 


agtcgcctgg 


attcagacct 


5580 


ggaatttaaa 


tctgtatttt 


tctgatctgc 


gtgcacaccc 


gcgcgtgcac 


acacacacac 


5640 


ctaaccacga 


agtttatgta 


ggtagaagat 


tttactgagg 


gggcgcctgg 


gtggctcagt 


5700 


cggttaagcg 


tccgacttca 


gccaggtcac 


gatctcgcgg 


tctgtgagtt 


cgagccccgc 


5760 


gtcaggctct 


gggctgatgg 


ctcnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


nnnnnnnnnn 


5820 


nnnnnnnnnn 


agcaccccga 


gggcccgggg 


gagggcacct 


gagcccgtaa 


agggaaacag 


5880 


gagtggcctc 


tgaacccagg 


tgataggtct 


ccgctggatg 


gcagacgtga 


ctcccacggg 


5940 


agcaggaata 


atgtcgacac 


atcggccgga 


aggggagcac 


ttcctggtgt 


gcagtcattg 


6000 


tgctaagctc 


ccaacattgg 


gaaactcatg 


cgttgcttca 


gagcccggga 


gacagggttt 


6060 


ttgttgtcct 


actttacaga 


agaggagact 


ggagctcacg 


ggggttgggc 


gacaggcccg 


6120 


aggctcagag 


caggtggcag 


agctggtgcc 


tgaacccagg 


tgtgtctgac 


tacagagccg 


6180 


gggctcccag 


ccgctgcctc 


ccgggtgacc 


acatctgcgg 


tctcattgcc 


cccttgtagg 


6240 


gatgtggaca 


cccagtctcg 


tggggtagtc 


actctccccc 


ggatcgagcc 


cgacttcttt 


6300 


tttttttttt 


aatttttttt 


tcaacgttta 


tttatttttg 


ggacagagag 


agacagagca 


6360 


tgaatgggcg 


aggggcagag 


agagagggag 


acacagaatc 


ggaaacaggc 


tccaggctcc 


6420 


gagccatcag 


cccagagcct 


gatgcggggc 


tcgaactcac 


ggaccgcgag 


atcgtgacct 


6480 


ggctgaagtc 


ggacacttac 


ccgaatgcgc 


cacccagggg 


cccagatcga 


gcccgacttc 


6540 


tgacgccagc 


gtcgcttcct 


ttccctgtgg 


cctcccagct 


gcttcaggaa 


atctggaagg 


6600 


tcaacttcac 


cctcctgggc 


caccagatct 


tttttgacca 


gcgaggggac 


ctactcatgc 


6660 


gcctggagat 


catccaggga 


cggtgggacc 


tgagccagaa 


cctttctgga 


gcgtcgcctc 


6720 


ctactgcccg 


gtgctacgac 


ggctgagggc 


catccgtgac 


gtctcctggc 


acacggccaa 


6780 


caacacggtc 


agctctcgga 


gggctggtgg 


9"gg<?ctggga 


cctgggtctg 


ggcactggct 


6840 


cgtgcagggg 


tggcaagggc 


cctgtggacc 


tgagatccat 


tatcgagcac 


tgatgtcatc 


6900 


cctatttgtg 


ggtgtccctc 


ctcccattga 


ctaagcactg 


tggaagtcta 


gagctttctg 


6960 


gatcctcagg 


acccaggggc 


tcagggggct 


gcacaaagtg 


aacgttaggt 


ggacacgtgt 


7020 


gtgctaagga 


cttcaattct 


catgtcaacc 


ctaggaaata 


gagagtactg 


ttcctcctgt 


7080 


ctttggggtt 


gggaaactgg 


aggcacagag 


ggggtcgcgt 


gacccataaa 


aggccacaca 


7140 


gctttcgcat 


gtctctatac 


acagcattca 


gtctacatcc 


catcgattag 


tactcgcgtt 


7200 


ttggggacag 


tagctgtgcc 


ttcacctgtg 


tctgacatct 


gtcagtctga 


aagctccttt 


7260 



Page 67 



WO 2005/005480 

gttttaccct cttagcttac aagctgtcag 
cagcctcgtg gggaaggggg gaggtggggg 
gggtggctca gtcagttaag catccgactc 
gtgagtttag acccctgtgt agggctccgt 
aaaacaaaag cnnnnnnnnn nnnnnnnnnn 
gtgtccatgt gttccaagga ctgccagcct 
ccctgctgct tcgagtgtct cgactgcctt 
gggactcaca gacccacacc cctgccctgc 
gcccttcatc tttggcaggg tctctggagt 
cagggaccat gttttgactc cgcttgtatc 
aatgctgtga gggcgtgggg gtgggagaag 
tgatcccctc tgcacacaca tgtagctgag 
accggatgaa cgaacgaatg aatgaatgaa 
tctctgtccg tagaagaaat gtttctggca 
gcctcccgag tgcctcgtgt agttcggagc 
agtgacatcc ttgatgagaa gaattgacat 
ggggggacaa tgtcatccct ccagtgttta 
ttttttcatg acttcacaga ttagtaacta 
cttacgacgt gcccagcaga gcccagggca 
caattgatca gtagccggaa gtcagggggc 
tcagatgcct atcacagtgg gtggcgctca 
catctcacca gagggtacgg tcttggaagg 
aggggacctt ggaccacatc ctgcctctgt 
cagatgccac atctgtgaaa tggggttgca 
ggacgcagtg agaggtgcta cgaccgcagg 
ctacagccgg ccgggtgcag gtgcagagga 
tggaactgct gtgggctctt gcagacgagt 
ggtcccggag gaacgacgct tcgtgcttca 
aggcacccgc cgtcgctgtg gccgtgctgt 
tcctggtgat cttctggagg caccgccacg 
ggtgcttccc gatgccgatg cccctgctgt 
gcccgcgttt ttcatgtgcc tcggccacca 
tatctcccgt gtcaccgtgc gctctttcca 
cctcccgcgt gcctacggct actgggtccg 
cttcacggtg ctcaagatgg tcatcgtggc 
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aatggccgcg atgtggggaa ggtagagact 
gacctaaaag ttcaaagagc cagggcacct 
tggatctcag ctcagtcttg atctcaggtc 
gctgggcgcg cagcctactt aaaaataata 
nnnnnnnnnn nnnnnnnnnn nnngatcccc 
gggcaaagga agaagcccgt gggtattcat 
ccgggcacct tcctcaacca aactgcagat 
cctgccctgc cccgccctgg ggctcccagg 
ctcatccagg ggacacaggt gtccaaaggc 
tccctaaccg ctggtgtaag aaaaatcttc 
gaacagccct caaccaggcg aggctgtaac 
ggcccagggg ggtcaggcca gagaatgtcc 
cgaacgaaca aacacacaaa tgaatgaatg 
gacagggcta ggatctaatt tctctctgtg 
atataatgtt tgctcagtga atgtttattg 
ctccccctat agatcataaa ctccaggaaa 
ccacagttca ccgttggggc cgaattattt 
agcggttctg tacatctacc gatcagagta 
cagggtaggt gctcaacaaa agtttgtttg 
tcggttttat ccacgtctgt gctctccatc 
aaaagaaact tgaataaacg gtcgaatgtc 
gaggcattac ggttgccagg ctctgagtca 
aactggtttt gtaacngcct ggaggagcct 
gtgaggatct gatgggccgg tggatacgag 
catcgccctt ggctcgcccc ctccctaccc 
tgtgggtgcc gggaaggtgg gtgtatctga 
ttggctgccg gccctgcccg agttgcgggt 
agcggcggct ggcctccctt gaatgacgcg 
ccatcctggg ctccctctgc accctggcca 
cgcccatggt tcgctcggcc gggggcccca 
ataggtgacg gtctccatgt acatcgggca 
gaccctcttc accctctgct tcaccgtctg 
gatcgtccgc gtcttcaaca tggccaggcg 
ctaccacggg ccctgtgtct tcgtggcgtc 
gggcaacgtg ctggccgcga ccgccgagcc 
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7320 

7380 
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7500 
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8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 
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8820 

8880 

8940 

9000 

9060 

9120 

9180 

9240 

9300 

9360 
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cgccgcccgc cccgaccccg atgaccccaa gatcgcggtt ctcgcctgca actaccacaa 9420 

cgtgctcctg ttcgacacca gcctggaccc gcttctgtcc gtggcgggct tcggcttcgc 9480 

ctacgtgggc aaggagctgc ccaccaccca caacgaggcc aagttcttca ccttccgcat 9540 

gaccttctac ttcacctctt ccatctccct ctgtaccttc atgtctgtct acgagggggt 9600 

cctggtcacc atcctgcacc tcgtggtggc agtgctcaac cttctgggcg ctttggcccc 9660 

tgggctactt cggccccaag tgctgcgtgg tcctcttcta cccggatcac aacacgcccg 9720 

tctacttcag cagcatgatt cagggctaca ccaccgggaa ggactagcac tgccccctgg 97 80 

ctgcccaggg ggccagaggg ctcggtactg ggagatggag accaggggtg gggctggggg 98 4 0 

tggtggtgac tcattcagcc cctgctggga gcagggacac caccccgccc tactctctga 9900 

tttggcctcc ccctccaggt tctctgcacc ctggccgttt ttacccaccc gctggtggat 9 960 

gcctaaaaat acgctttccc tgcagccgtt tggcttgcca ggcactgcca cccatgctag 10020 

ggaaaggagc cggggtgacc tccctatggg tctccaagac agagatggag cgaagcagcc 10080 

cacagtcgcc atctggtggt cacagcgggt gtccgcaggt tccggctccg ggcagccatg 10140 

ctggaaggct gggctggggc tggtgttggg ggacatctgc ccggcatcat tcactccctg 10200 

cccacgtgtc tgcgcctcac ctcccagact cccccgcccc ccagcttggg acccagcttg 102 60 

ggacccagct tctctgagtc atggctgcgc ataggggctg cttcataaat gcttatgaat 1032 0 

aaacctccct tgggtgaaac gaaggcgttt ccttcttgtt tccagaggtt tcccccctcc 10380 

cccccccgtc gccccaagaa agaagactgg gatcagagac ctcagcttcc atttccgcgt 10440 

tgccacttct ganccgtgta ctttgggcca attctattta ctgtttcgga ncctacacgg 10500 

nccctttcct naaataggaa caataaacca ggggcacctt tgacncactg tgtagtancc 10560 

aatttgacga taantttttt taaaagatta aattaatcng ataaatt 10607 

<210> 63 

<211> 1176 

<212> DNA 

<213> Felis catus 

<400> 63 

atgggacccc gggccaggga agtctgctgc ttcatcatcc tgccgcggct cctggctgag 60 

ccggctgaga actcagactt ctacttggct ggggattact tcctcggcgg cctcttcacc 120 

ctccatgcca acgtgaaggg catcgtccac ctcaacctcc tgcaggtgcc ccagtgcaag 180 

gagtatgaaa taaaggtgtt gggctacgat ctcatgcagg ccatgtgctt tgcaggggag 240 

gagatcaata gccagagcag cctgctgcct ggcgtgctgc tgggctacaa aatggtggat 300 

gtcagctaca tctccaacaa tgtccagccc gtgctccact tcccggcaaa ggaggactgt 360 

tccttgccca tccaggagga ctacagccac tgtgtgcccc gtgtggtggc tgtcattggt 420 

cctggcaact ctgagtccac tgtgactgtg gcccgcttcc tctctctctt cctccttcca 4 80 

cagatcacct acagcgccat cagtgacgag ctacgggaca agcagcgctt cccggccctt 540 

ctgcccacag cgccgggcgc cgatcaccag atcgaggcca tggtgcagct gatgttgtac 600 
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ttccgccgga 


actggatcat 


cgcgctggtg 
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agcagcggcg actgcggccg 


cgacgacagc 


660 


cagctgctca 


gcgatcgccc 


ggccggcggc 


gacacctgca 


tcgccttccg 


ggagacgctg 


720 


cccatgcccc 


agcccaacca 


ggcggtgacg 


cagtgggagc 


gccggcgcct 


gaaggccatc 


780 


gtggacgagc 


agcagcggca 


gagctctgcg 


cgcgtcgtgg 


tcctgctgtc 


gccaaagctg 


840 


gtcctgcaca 


acttcttccg 


cgaggtgctc 


cgccagaacc 


tcacgggcgt 


cgtgcggatc 


900 


gcctccgagt 


cctgggccat 


cgacccggtc 


ctgcacgaca 


ggcccacgcg 


ctgcacagcc 


960 


tcctgggctg 


cacccagacc 


agcagctccg 


ggtcgtctat 


ccctggcagg 


tgaggcccca 


1020 


cccacggaga 


gtcggggcca 


cacacgcagg 


cgccgccaca 


gccctgagtg 


gttgccatgg 


1080 


agaccactgc 


cctgctctag 


cgtccccctc 


tctggccggg 


tcctgggcaa 


actggcggga 


1140 


gaggccaggg 


gacgtaccct 


gtccccagac 


acataa 






1176 



<210> 64 

<211> 391 

<212> PRT 

<213> Felis catus 

<400> 64 

Met Gly Pro Arg Ala Arg Glu Val Cys Cys Phe lie lie Leu Pro Arg 
15 10 15 

Leu Leu Ala Glu Pro Ala Glu Asn Ser Asp Phe Tyr Leu Ala Gly Asp 
20 25 30 

Tyr Phe Leu Gly Gly Leu Phe Thr Leu His Ala Asn Val Lys Gly He 
35 40 45 

Val His Leu Asn Leu Leu Gin Val Pro Gin Cys Lys Glu Tyr Glu He 
50 55 60 

Lys Val Leu Gly Tyr Asp Leu Met Gin Ala Met Cys Phe Ala Gly Glu 
65 70 75 80 

Glu He Asn Ser Gin Ser Ser Leu Leu Pro Gly Val Leu Leu Gly Tyr 
85 90 95 

Lys Met Val Asp Val Ser Tyr He Ser Asn Asn Val Gin Pro Val Leu 
100 105 110 

His Phe Pro Ala Lys Glu Asp Cys Ser Leu Pro He Gin Glu Asp Tyr 
115 120 125 

Ser His Cys Val Pro Arg Val Val Ala Val He Gly Pro Gly Asn Ser 
130 135 140 

Glu Ser Thr Val Thr Val Ala Arg Phe Leu Ser Leu Phe Leu Leu Pro 
145 150 155 160 



Gin He Thr Tyr Ser Ala He Ser Asp Glu Leu Arg Asp Lys Gin Arg 
165 170 175 
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Phe Pro Ala Leu Leu Pro Thr Ala Pro Gly Ala Asp His Gin He Glu 
180 185 190 

Ala Met Val Gin Leu Met Leu Tyr Phe Arg Arg Asn Trp He He Ala 
195 200 205 

Leu Val Ser Ser Gly Asp Cys Gly Arg Asp Asp Ser Gin Leu Leu Ser 
210 215 220 

Asp Arg Pro Ala Gly Gly Asp Thr Cys He Ala Phe Arg Glu Thr Leu 
225 230 235 240 

Pro Met Pro Gin Pro Asn Gin Ala Val Thr Gin Trp Glu Arg Arg Arg 
245 250 255 

Leu Lys Ala He Val Asp Glu Gin Gin Arg Gin Ser Ser Ala Arg Val 
2 60 2 65 270 

Val Val Leu Leu Ser Pro Lys Leu Val Leu His Asn Phe Phe Arg Glu 
275 280 285 

Val Leu Arg Gin Asn Leu Thr Gly Val Val Arg He Ala Ser Glu Ser 
290 295 300 

Trp Ala He Asp Pro Val Leu His Asp Arg Pro Thr Arg Cys Thr Ala 
305 310 315 320 

Ser Trp Ala Ala Pro Arg Pro Ala Ala Pro Gly Arg Leu Ser Leu Ala 
325 330 335 

Gly Glu Ala Pro Pro Thr Glu Ser Arg Gly His Thr Arg Arg Arg Arg 
340 345 350 

His Ser Pro Glu Trp Leu Pro Trp Arg Pro Leu Pro Cys Ser Ser Val 
355 360 365 

Pro Leu Ser Gly Arg Val Leu Gly Lys Leu Ala Gly Glu Ala Arg Gly 
370 ^ 375 380 

Arg Thr Leu Ser Pro Asp Thr 
385 390 

<210> 65 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 65 

taaacaactc cacggccctg ctgc 24 
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<210> 66 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 66 

cccagggtga tgttgggcag cagg 
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24 



<210> 67 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Synthetic Construct 



<400> 67 

gctgtgtatg cggtggccca tggc 



24 



<210> 68 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 68 

ccaggagctg gtggaggcca tggg 



24 



<210> 69 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Synthetic Construct 



<400> 69 

tgctgaccaa cctgactggc aagg 



24 



<210> 70 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 70 

tctgaggcga cccacacctt gcca 



24 



<210> 71 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 71 

ccagttcagc taaacataaa tgag 



24 
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<210> 72 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 72 

gccactggat tttggtctca ttta 



<210> 73 

<211> 24~ 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 73 

agctaacacg ctgctgctgc tgct 

<210> 7 4 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 74 

agcagtccca agcagcagca gcag 

<210> 75 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 75 

tgtgtcacct tcagcctgct cttc 



<210> 76 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 76 

tccaggacac gaagttgaag agca 

<210> 77 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



24 



24 



24 



24 
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<400> 77 

tacttcggcc ccaagtgcta catg 



24 



<210> 78 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 78 

ccgggtagaa gaggatcatg tagc 24 

<210> 79 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<210> 80 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 80 

aggttgagca cagtgaccaa gagg 24 

<210> 81 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<210> 82 

<211> 24 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Synthetic Construct 

<400> 82 

tcatgctgag ggtgatgaac ttgg 24 



<210> 83 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<400> 79 

tggtcaccat cgtggacctc ttgg 



24 



<400> 81 

accaactaca acgaggccaa gttc 



24 



<220> 
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<223> Synthetic Construct 
<400> 83 

tccgagtcct gggccatcga cccg 
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24 



<210> 84 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Synthetic Construct 



<400> 84 

tgaggttgtg caggaccggg tcga 



24 



<210> 85 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Synthetic Construct 



<400> 85 

tacaacctca tgcaggccat gcgc 



24 



<210> 
<211> 
<212> 
<213> 



86 
24 
DNA 

Artificial 



Sequence 



<220> 

<223> Synthetic Construct 
<400> 86 

tctcctccac cgcgaagcgc atgg 



<210> 


87 


<211> 


24 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Construct 


<400> 


87 



atcaccatcc agagcgtgcc catc 24 



<210> 88 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 88 

actcactgaa gcccgggatg ggca 24 



<210> 89 

<211> 24 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 
<223> 



Synthetic Construct 



<400> 89 

accaccacgt cgaggccatg gtgc 



24 



<210> 90 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 90 

aagtgcagca tcagctgcac catg 24 



<210> 91 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<210> 92 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 92 

cttcacgttg gcatggaggg 20 



<210> 93 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 



<210> 94 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 94 

tcttgcacwk gggcacctgc 20 



<400> 91 

tcrgacttct acctgcctgg rga 



23 



<400> 93 

tacctcctgg gtggcctctt c 



21 



<210> 
<211> 



95 

22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 
<400> 95 

aggtgttggg ctacaaccts at 22 

<210> 96 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 96 

gggcakgtag tggctgtagt c 21 

<210> 97 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 97 

ggctacaacc tsatgcaggc ca 22 

<210> 98 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic Construct 

<400> 98 



gagttgtcag 


ggccaatgac 


eg 








22 


<210> 99 

<211> 2598 

<212> DNA 

<213> Felis catus 












<400> 99 
atgcccggcc 


tcgctctcct 


gggcctcacg 


gctctcctgg 


gcctcacggc 


tctcttggac 


60 


cacggggagg 


gcgcaacgtc 


ctgcttgtca 


cagcagctca 


ggatgcaggg 


ggactatgtg 


120 


ctgggtgggc 


tcttccctct 


gggctctgcc 


gagggtacag 


gtcttggcga 


egggctgeag 


180 


cccaatgcca 


ccgtgtgcac 


caggttctcg 


tctctgggcc 


tgctctgggc 


gctggccgtg 


240 


aagatggcgg 


tggaggagat 


caacaaeggg 


tcggccctgc 


tgcccgggct 


gcacctgggc 


300 


tatgacctct 


ttgacacgtg 


ttcagagccc 


atggtggcca 


tgaagcccag 


cctcgtgttc 


360 


atggccaaag 


caggcagctg 


cagcattgcc 


gcctactgca 


attacacaca 


gtaccagccc 


420 


cgcgtgctgg 


ccgtcatcgg 


gccccactcg 


tctgagctcg 


ccctcgtcac 


eggcaagtte 


480 


ttcagcttct 


tccttgtgcc 


tcaggtcagc 


tacggcgcca 


gcaccgaccg 


gctgagcaac 


540 
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cgggagatct 


fccccgtcctt 


cttccgcacg 


gtgcccagcg 


atqqtqaaqc 


tcrctcraaacra 


qctcqqctqq 


aactqqqtqq 

rJ 3 3 


gagtatggcc 


gqcacracfcct 


gagcctcttc 


tccqqcctqq 


atcgcgcatg 


aqqgcctqqt 


gccactgccg 


ccaggcagcc 


ggcctgctgc 


gccaggtgaa 


ccagagcagc 


atgcaggtga 


cacgcggccc 


gcaccctctt 


cagctacagc 


atccgctgca 


gtggccagcg 


aggectgget 


gacctcagac 


ctggtcatga 


at aaa caeca 


tgctgggctt 


cctgcagcag 


qqcqccccqa 


gtgcggaccc 


gcctggccct 


qqccqctqac 

3 3 ^ ^ 3 w u y ^ 


cctgccttct 


cagccaggcc 


tacfaaqaqca 


cqtqqtqqqq 

3 ^33 3 3 3 ;5 


ccacgctgcc 


ctagagaacc 


tatctqcqqq 


gctgctgcac 


caccagacct 


tatggcgtgg 


cccaagccct 


tcacaacaca 


ctgcgctgca 


egggagectg 


tgcggccctg 


gcagctccta 


gagaacatgt 


cgcggcctgg 


cactgeagtt 


cgacgccagc 


gggaacgtga 


ctgtgggtgt 


ggcaggaccc 


aacacccaaa 


ctgcgcaccg 


ctggagctcty 


ggcgctctca 


gatgtgctgg 


cacacgccgg 


cagtgctccc 


aacaatacaa 


ggaaggccag 


qtqcqccqcq 


tgttacaact 


crcatqcractq 

3 3 ^ z> ^> ^ 3 


caaqqcqqqc 


agttatcagc 


tgcacccagt 


gtgaccagga 


ccagtggtcc 


ccagaccgga 


aagcccatgt 


tcctggcatg 


qqaqqaqeca 


qctqtqctqc 


ctggcgctgg 


qcctqqcqct 


ggcagccctg 


gggctcttcc 


ctggttcagg 


cctcaqqtqq 


gccacgggcc 


tgctttggcc 


tgcctcagtg 


tcctcctgtt 


ccctggccag 


ccaggccctg 


ccactgttcc 


acctcccact 


cactggctgc 


ctgagcacgt 


atatttgtgg 


qqtcqqaqct 


gccaccaagc 


tqqqctqaqa 


gggccctggg 


cctggctggt 


ggtgctgctt 


getatgetgg 


tggtacctgg 


tagccttccc 


accaaaaata 


qtqacqqact 


acactacrtac 


actgccacgt 


gcactcctgg 


atcagcttcg 


gecatgetgg 


ccttcctctg 


cttcctgggc 


actttcctgg 


tacaatggtg 


cccgcggcct 


cacctttgcc 


atgctggcct 


tttgtgcccc 


tetttgecaa 


tqtqcacqtq 


gcctaccagc 


atcctcctct 


gtgccctggg 


tatcctagcc 


accttccacc 


ctgcagcggc 


eggagctcaa 


cacccctgag 


ttcttcctgg 


ggcagcagtt 


gggggcaggg 


gaggggagaa 


teggggcaaa 


gtgacctcac 


cgcagtga 
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accaggtgea 


qqtqqcqqcc 
3 3 33 33 


600 


cgqcqqt qqq 

^33^33 »-3 3 3 


tagtgacgac 


660 


ccagcgccag 


gggcatctgc 


720 


tqcqqctqqq 

v *5^33 v ' v y 33 


cgccctacag 


780 


tqqtqctqtt 

"-33 ^ 3 ^ 3 


ctcctccgcc 


840 


agctctcacc 


caaqqtqtqq 
^33 3 33 


900 


cgctgcccqq 
j '•—^—33 


catgcctggg 


960 


tgccggagtt 


cccatcctac 


1020 


gcgcctcgct 


ggacgctgaa 


1080 


cccaatgtga 


ccacgtcacg 


1140 


tcgctgccta 


cqcqqctqtq 
^333 3 3 


1200 


atqcctcqqq 


ctgccccagg 


1260 


acaaegtgag 


cttccgtgct 


1320 


acgtggatta 


cgacctgaaa 


1380 


taggcacctt 


caaaqaccac 


1440 


ggaagcagca 


gcccgtgtcc 


1500 


tgaagggctt 


ccactcttgc 


1560 


gcaacccaga 


•fcgacctcctc 


1620 


gcacacgctg 


cttcgcccgc 


1680 


tactgctcgc 


qctgctgqct 

3 — --J^ 


1740 


tctggcactc 


ggacagcccg 


1800 


tggcttgect 


qgqcctgqtc 
333 33 


1860 


ccagctgcct 


ggcccagcag 


1920 


ttttcctgea 


aqcqqccqaq 


1980 


aqatgcqtqg 


ccqcctqcgq 
3 w 3 3 3 


2040 


cagaagccgc 


attgtgtgcc 


2100 


ggegggtact 


gcccacagag 


2160 


gcctggtgca 


tgccactaac 


2220 


tgcagagccg 


qccaqqccqc 

V-h" Wfc ^ ' Vp* 


2280 


acttcatcac 


ctggatctcc 


2340 


ctgccgtgca 


gatgggcacc 


2400 


tgcccaagtg 


ctacctgctg 


2460 


aagacaatgc 


cagagcacag 


2520 


aacaagtgac 


acccgatcca 


2580 
2598 
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